
Zhang et al., Figure S1 

A

Wild-type(cn1; ry506)400

0

600

rhi2/KG
400

0

600

80

0

flamenco cluster cluster 32

Chr X 21,550,000 21,600,000 21,650,000 21,700,000 21,750,000 21,800,000

Chromosome X

S
m

a
ll 

R
N

A
-S

e
q

 (
p

p
m

)
C

h
IP

-S
e
q

 (
p

p
m

)

B

Rhi ChIP, Input

200

0

180
200

0

180

50

0

50

0

armi/CyO

armi1/72.1

armi1/72.1

w1

Ore.R.

piRNA decrease in rhi2/KG

P
re

-I
.S

. 
C

h
IP

-S
e
q

 /
 I
n
p

u
t

0.25

1

4

16

0.25 1 4 16

42AB

flam

r = 0.19 p = 0.03

Supplemental Figure

http://www.editorialmanager.com/cell/download.aspx?id=1081689&guid=cb297f95-1392-4009-b257-5d7f97cf841f&scheme=1


A

Zhang et al., Figure S2

pld 42AB cluster

42AB

B

335

0

180

armi/CyO

335

0

180

armi1/72.1

50

0

armi1/72.1

50

0

armi1/72.1

s
m

a
ll 

R
N

A
-S

e
q

(p
p

m
)

C
h
IP

-S
e
q

(p
p

m
)

Chromosome 2 2L 2R

Rhi ChIP, Input

0.5 1 2 4 8 16
0.5

1

2

4

8

16

Rhi ChIP-Seq in w1 / Input

R
h
i 
C

h
IP

-S
e
q

 i
n
 a

rm
i1

/7
2
.1

 /
 I
n
p

u
t

r = 0.84, p < 2.2e-16

42AB

flam

50

0

w1

50

0

w1

R
h
i 
C

h
IP

-S
e
q

 i
n

 a
rm

i1
/7

2
.1

 /
 I
n
p

u
t

Rhi ChIP-Seq in w1 / Input

0.5 1 2 4 8
0.5

1

2

4

8

42AB

flam

r = 0.63, p < 2.2e-16
C

Supplemental Figure

http://www.editorialmanager.com/cell/download.aspx?id=1081690&guid=4e82451f-b415-4f22-ab7f-6308786eb80c&scheme=1


Zhang et al., Figure S3
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Zhang et al., Figure S6
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Zhang et al., Figure S7

2-4 days, un-oxidized

L
a
c
I::R

h
i

L
a
c
I

2-4 days, un-oxidized

18 20 22 24 26 28 3018 20 22 24 26 28 30

LacO

vasP*

tub5ʹtubIn

EGFP-NLS

tub3ʹ

LacO

vasP*

tub5ʹtubIn

EGFP-NLS

tub3ʹ

LacO

vasP*

tub5ʹtubIn

EGFP-NLS

tub3ʹ

+

−
1
5

0
1
5

−
1
5

0
1
5

Sense

Antisense

S
m

a
ll 

R
N

A
 a

b
u

d
a
n
c
e
 (
p

p
m

)

Supplemental Figure

http://www.editorialmanager.com/cell/download.aspx?id=1081710&guid=95111d59-afe7-464a-ae37-20b522d04622&scheme=1



