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File S1: Reference database of RAD loci for coho salmon

S1.1: Non-duplicated RAD loci in the reference database and corresponding sequences. Mapped markers have chromosome arm added to the name (CoXXXXX_CoXX[a
or b]). Markers falling in the putative location of the centromere, estimated by comparative mapping with Chinook salmon, have the linkage group followed by u
(CoXXXXX_CoXXu) where u designates arm placement unknown.

S1.2: Duplicated RAD loci in the reference baseline and corresponding sequences. The letter D was added after the marker name. Mapped markers have chromosome
arm added to the name (CoXXXXX_CoXX[a or b]). Markers falling in the putative location of the centromere, estimated by comparative mapping with Chinook salmon,
have the linkage group followed by u (CoXXXXX_CoXXu).

S1.3: RAD loci removed from the temporary reference database during screening and sequences.
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File S2: Linkage maps
S2.1: The consensus female map constructed with two haploid families; marker distances are shown in centiMorgan (Kosambi distance).

S2.2: The consensus female map constructed with two haploid and three diploid families; details given are linkage groups, marker distances in centiMorgan (Kosambi),
assignment of the marker to the Chinook salmon female map, Chinook salmon chromosomes and its position on the Chinook map.

$2.3: The consensus male map constructed with three diploid families; details given are linkage groups, marker distances in centiMorgan (Kosambi) and corresponding
marker position on the consensus female map constructed with haploid and diploid female parents.
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File S3: Difference in sizes between integrated female and male coho salmon linkage groups. The map lengths are presented in centiMorgan (Kosambi).
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File S4: Relationship among positions of mapped RAD loci in common between the sexes. Presumed regions containing the centromere are represented by the cross-hatched
area. The consensus female map constructed with haploid and diploid families (52.2) was used for this comparison.
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File S5: Relationship among mapped RAD loci in coho and Chinook salmon for all the linkage groups or arms.
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