Figure S1. Local sequence duplication in the wild-type penA gene. The DNA sequences corresponding
to the TRs listed in Fig. 1A are provided.

TR Template TR
R1 B 470-CGCGCTCGATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAG -546

(57 bp) [l 470-CGCGCTCGATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCC-536
537- CGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAG-603

Copy

TR . 486-CGCGACATTCCGCCTCGATCGCCGCGAGA-514

(9 bp) - 486-CGCGACATTCCGCCTCGAT-504
505- CGCCTCGATCGCCGCGAGA-523

. Before duplication

- After duplication

R3 491-CATTCCGCCTCGATCGCCGCGAGACCGAA-519

9bp) [l 491-CATTCCGCCTCOATCGCCG -509
510- CGATCGCCGCGAGACCGAA-528

SCS SCS

TR4 . 477-GATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACG-544

(33bp) W 477-GATCGGEGACELGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAA 524
525- ATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACG 577

TR5 . 500- TCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACG-544
(1 5 bp o000 0

) B 500-TCGATCGCCGCEAGACCGARCTGAR-524
525- CGAGACCGAACTGAACACGGCGATTCCCGGCGACG-559

TR6 . 501-CGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGA'.I'G.(EQCGCGAG -581

51b
( P) - 501-CGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGA-571
572-TGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAG -632

TR7 . 520-CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAG-581

42b e
( P) - 520-CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGA-571
572-CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAG-623

TR8 . 523- AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGT-584

(42 bp) W 523- AACAGGGEGATTCCCGGCGACGAGCGCGATACGACGACGCC TGCCGCGATGG -574
575-TTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATABBEBE GAGCGT -626

. 520-CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTC-600

TR9 o000 09

(51 bp) - 520-CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGA -580
581-CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTC -651

TR10 . 520- CTGAACACGGCGAT TCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCG-579

(30bp) - 520-CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGA-559
560- CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCG-609

TR11 . 523- AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGC'I.'G.C.Tg(.ETCGGCGACG -607

(60bp) - 523-AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGC-592
593- TTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTCGGCGACG-667




