
GATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACG

GATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAA
                                          ATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACG

CGCGCTCGATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCC
                           CGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAG

TR1
(57 bp)

CGCGACATTCCGCCTCGAT
                           CGCCTCGATCGCCGCGAGA

TR2
(9 bp)

CATTCCGCCTCGATCGCCG
                          CGATCGCCGCGAGACCGAA

TR3
(9 bp)

TR4
(33 bp)

TCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGTR5
(15 bp)

CGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGTR6
(51 bp)

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGTR7
(42 bp)

AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTTR8
(42 bp)

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTC
TR9

(51 bp)

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGA
                            CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCG

TR10
(30 bp)

AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTCGGCGACGTR11
(60 bp)

CGCGCTCGATCGGCGACGCGACATTCCGCCTCGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAG

CGCGACATTCCGCCTCGATCGCCGCGAGA

CATTCCGCCTCGATCGCCGCGAGACCGAA

TCGATCGCCGCGAGACCGAACTGAA
                           CGAGACCGAACTGAACACGGCGATT

CGATCGCCGCGAGACCGAACTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGA
                                                        TGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAG

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGA
                            CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAG

AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGG
                            TTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGT

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGA
                            CGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTC

CTGAACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCG

AACACGGCGATTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGC
                            TTCCCGGCGACGAGCGCGATACGACGACGCCTGCCGCGATGGCCGCGAGCGTGCGCCGGCTGCTCGTCGGCGACG
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Figure S1. Local sequence duplication in the wild-type penA gene. The DNA sequences corresponding
to the TRs listed in Fig. 1A are provided.


