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Figure S10 — Illustration of the probe selection for TSSaRNA differential expression analysis.
Light blue horizontal bars illustrate tiling array probe intensities for the reference condition. The
best probe that represent the TSSaRNA is highlighted in red. The yellow arrow represents a cognate
gene. Black dashed lines represent the TSSaRNA boundaries defined by RNA-seq. Gray boxes
represent the regions used to calculate the neighbourhood expression intensity, which was compared

to the TSSaRNA probe.



