Additional file 1. Summary of de novo assembled mMRNA-seq transcriptome data

Length Distribution of All-Unigene

55227
50000 —

25541

20000 —
14381
11795

10000 — 8996

6194

4738

5000 —
3732
[ 3164

Number of All-Unigene

2663

2319 2101 1522
2000 — 1751 1720
1574 4512
1379 1965

1000 —

250
350
450 —
550 —
650 —
750 —
850 —
950 —
1050 —
1150 —
1250 —
1350
1450
1550
1650
1750
1850
1950
»2000

All-Unigene size

A. Mapping of the length distribution of all-unigene



GC Content Frequence Distribution
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B. GC content of all unigenes
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Comparison of GO classification
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C. Functional classifications of GO annotated unigenes



