Additional file 6. Summary of small RNA sequencing data
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A. Statistical summary of data before and after quality pretreatment
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B. Size distribution of small RNA unique reads (N: above; E: below)

Percentage of reads number




35

30 129 28
26
25
22 23

20
20 -

15
15 ¢ 13

11 10

Number of miRNAs

=

1 1

ARG IR SRR R SRR SR S SR R R S AR S IR S SRR
RO 5 QB0 N7 KO o N2 o IR K KO NS N (67 NN 0P o 1 1 o B @V 67 KO N R o NN S
SRR RS R RSO RRRERR R RS

MiRNA Family

C. Number of detected family members of each miRNA family
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D. Abundance of conserved miRNA families



