Table S1 Replicate 1 leaf width: mean, standard deviation, sample size, and significance groupings.

Chromosome Leaf Width
Arm E F H 0

1S 9.95+1.68° 10.38+0.61° 8.7611.67° 3.75+1.33°
(6) (12) (17) (6)

1L 11.3740.85° 9.94+1.4° 8.74+1.71° 4.1+0.92¢
(9) (13) (8) (4)

3S 9.81+1.712 9.42+1.222 9.03+0.682 9.2+NA
(8) (19) (16) (1)

3L 9.91+1.6% 9.71+1.78? 7.45+1.03° 4.7+1.32°¢
(€) (11) (12) (7)

4S 9.74+0.652 9.48+1.082 9.27+0.77° 8.31+1.932
(12) (13) (13) (7)

4L 10.27+0.77° 10.13+1.51° 9.59+1.32 6.7+1.6°
(11) (14) (11) (9)

5S 10.9+0.682 11.56+1.11° 11.334£1.23° 6.25+0.82°
(12) (13) (15) (6)

5L 10.4tNA 11.64+0.892 11.42+0.66° 6.03+0.49°
(1) (14) (21) (3)

6L 9.79+1.022 10.38+0.982 9.52+0.71% 7.03+0.84°
(9) (€) (11) (15)

7L 9.41+£1.11° 9.6610.62° 8.7310.45° 5.2+1.19°
(8) 7 (11) (7)

8L 9.61+1.4% 12.03+£1.152 8.36+1.26° 10.35+1.3%
(7) (9) (15) (11)

9s 11.35+1.342 11.12+0.89° 1140.72° 10.77+0.392
(11) (10) (16) (7)

11.2940.52 11.47+0.72 10.39+1.29° 4.92+0.44°
* (€) (10) (17) (11)
10.42+1.29° 9.6+£1.32 8.82+0.49° 9.82+1.09°
ot (13) (12) (14) (5)

This table contains each group’s mean * group standard deviation and the sample size, n, of each
group in parenthesis (n). In superscript, linked to the standard deviation are letters “a”, ”b” and
“c” which indicate groups not significantly different from each other at the p<0.05 level. Dosage
designations are as follows: Euploid plants (no B-A present)-E; Euploid plants (B-A present and

failure of nondisjunction)-F; Hyperploid plants-H; Hypoploid plants-O.
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Table S2 Replicate 2 leaf width: mean, standard deviation, sample size, and significance groupings.

Chromosome Leaf Width
Arm E F H 0

1S 10.19+1.59° 10.29+1.16° 8.8211.66° 4.35+0.92°
(14) (20) (13) (6)

1L 11.14+1.67° 11.58+1.06°2 8.08+2.53% 5.73+0.49°
(12) (10) (4) (6)

3S 10.53+1.39% 10.35+1.55° 9.19+0.67° 12.11+0.832
(9) (15) (16) (11)

3L 10.43+1.51° 10.24+1.39% 8.37+0.67° 3.64+1.55¢
(12) (13) (12) (5)

4S 9.52+0.592 10.04+0.57° 9.59+0.812 9.5+0.932
(13) (11) (17) (10)

4L 11.32+0.882 10.66+1.232 10.29+0.322 8.2+0.75°
(12) (14) (10) (12)

5S 11.12+0.54° 12.35+0.73° 12.08+1.03? 5.3+1.13Y
(13) (10) (13) (13)

5L 11.13+0.692 11.13+0.77° 11+1.67° 5.33+1.02°
(12) (12) (8) (6)

6L 10.12+0.622 10.75+0.752 9.79+1.64° 7.68+0.81°
(11) (8) (17) (16)

7L 9.22+1.442 10.42+1.00° 9.2740.38° 5.8+0.94°
(9) (11) (11) (10)

8L 10.6+1.29° 10.49+1.742b 9.08+1.222b 9.19+1.18°
(13) (15) (12) (8)

9s 11.61+0.69° 11.27+0.932 10.93+1.022 9.58+0.982
(9) (15) (14) (15)

oL 11.25+0.76° 10.8140.96° 10.63+0.91° 4.42+0.69°
(6) (9) (12) (17)

10L 9.79+1.522 7.9+1.31% 7.62+0.85° 9.03+1.15%°
(12) (14) (14) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S3 Replicate 1 leaf length: mean, standard deviation, sample size, and significance groupings.

Chromosome Leaf Length
Arm E F H 0]
1S 55.32+3.84%° 60.73+3.5° 52.07+5.61% 38.7+8.16°
(6) (10) (17) (6)
1L 62.38+2.2° 59.58+6.752 55.19+10.7° 33.4516.68"
(8) (12) (8) (4)
3S 59.14+5.712 59.88+6.412 60.78+4.232 46.2NA
(7) (18) (16) (1)
3L 54.25+4.722 54.4+5.58° 46.08+4.77%° 37.0416.5°
(8) (10) (12) (7)
4S 54.87+5.16° 56.38+3.77° 56.07+5.54° 55.29 +7.4°
(12) (12) (13) (7)
4L 60.48+6.442 60.57+3.86% 63.5%3.49° 47.7545.78°
(11) (13) (11) (8)
5§ 57.96+5.452 58.29+6.972 58.57+4.5° 51.77+4.542
(12) (13) (15) (6)
5L 55.5tNA 58.79+4.7° 55.5945.5° 53.53+3.61°
(1) (14) (15) (3)
6L 53.09+4.482 47.84+3.05° 50.96+12.61° 44.25+4.3°
(9) (8) (11) (15)
7L 54.96+6.212 54.53+3.532 54.98+6.33?2 36.17+5.79°
(7) (7) (11) (7)
8L 54.67+7.45% 59.64+6.92° 54.62+6.96% 47.85+8.38°
(7) (10) (15) (15)
9S 61.2+2.12° 57.33+7.562 60.17+5.752 48.53+5.77°
(8) (9) (15) (6)
oL 58.51+6.922 59.43+4.15°2 60.36+5.452 54.51+2.092
(9) (10) (17) (11)
10L 62.63+3.32° 59.43+2.432 62.06+2.4° 57.33+8.92°
(7) (10) (14) (4)

This table contains each group’s mean + group standard deviation and the sample size, n, of each
group in parenthesis (n). In superscript, linked to the standard deviation are letters “a”, ”b” and
“c” which indicate groups not significantly different from each other at the p<0.05 level. Dosage
designations are as follows: Euploid plants (no B-A present)-E; Euploid plants (B-A present and

failure of nondisjunction)-F; Hyperploid plants-H; Hypoploid plants-O.
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Table S4 Replicate 2 leaf length: mean, standard deviation, sample size, and significance groupings.

Chromosome Leaf Length

Arm E F H 0

1S 62.6415.122 58.81+6.552 55.52+6.47° 51.53+6.912
(10) (20) (13) ()

1L 58+4.422b 60.16+6.58? 45.146.9%° 46.38+4.19°
(10) (10) (5) (6)

3S 56.16+10.82% 61.72+8.13% 65.12+5.07°2 52.38+3.47°
(9) (13) (14) (11)

3L 61.82+5.372 58.78+7.042 53.78+5.332 47.1+14.16°
(10) (12) (12) (5)

4S 60.53+3.542 59.67+4.71° 62.74+3.97° 55.71+2.962
(14) (9) (14) (10)

4L 62.8416.392 61.19+7.282 58.99+7.612 44.46+4.7°
(12) (15) (10) (13)

5S 60.04+7.1° 56.66+2.462 59.68+5.582 51.75+4.662
(13) (10) (13) (13)

5L 60.46+5.7° 59.58+4.27° 56.84+8.552 53.15+3.03°
(12) (12) (8) (6)

6L 50.03+3.782° 54.84+6.552 45.89+5.78° 46.69+2.04°
(10) (5) (15) (15)

7L 54.1+2.7° 62.13+5.642 54.73+4.82° 41.09+2.93b
(8) (9) (7) (10)

8L 61.37+7.69° 58.15+7.38? 59.1445.7° 35.35+4.52°
(12) (15) (13) (8)

9s 58.15+1.822° 62.78+7.832 62.92+5.082 50.22+5.61°
(4) (11) (11) (12)

oL 60.313.01° 61.13+5.1° 62.02+4.522 44.53+5.11°
(4) (8) (11) (17)

1oL 53.61+4.252 50.92+3.092 50.57+6.032 53.76+3.47°
(9) (12) (10) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S5 Replicate 1 plant height: mean, standard deviation, sample size, and significance groupings.

Chromosome Plant Height
Arm E F H (o}

1S 124.83+£15.15° 138.45+10.24° 102.34+16.02° 64.52+15.82°
(7) (12) (17) (6)

1L 143.7+3.65° 139.47+9.782 106.82+11.75 45.48+9.74¢
(9) (14) (10) (4)

3S 138.89+17.79° 134.08+9.85° 143.04+6.98° 118.4+NA
(8) (19) (16) (1)

3L 124.74+11.262 132.01+15.19° 113.92+14.11° 60.7+15.03°
(9) (11) (12) ()

4S5 134.91+13.272 127.16£10.962 131.55+7.242 113.71+15.56°
(12) (13) (13) (7)

4L 131.11+413.18° 137.34+14.48° 141.69+11.32° 82.82+14.75°
(11) (14) (11) (€)

5§ 156.18+7.342 133.89+15.43 115.24+7.17° 98.65+8.12¢
(14) (13) (16) (6)

5L 132.4+NA 129.9+14.49° 126.16+7.52°2 95.23+1.582
(1) (14) (21) (3)

6L 133.38+6.46° 130.14+7.76° 123.43+8.292 85.53+14.69"
(9) (9) (11) (15)

7L 134.61+£15.27° 134.1549.71° 131.99+12.31° 65.5+22.36°
(8) (8) (11) (7

8L 141.91+8.66% 155.56+7.76° 121.54+15.69% 98.86+11.84¢
(7) (11) (15) (15)

9s 151.22+8.04° 139.79+8.66° 153.98+7.152 92.9449.23°
(12) (10) (16) (7)

9L 135.28+13.932 120.17412.77% 108.89+7.67° 121.75+10.24%
(9) (10) (17) (11)

10L 144.48+8.29° 133.22+8.822 136.37+7.38? 90.78+4.4°
(14) (12) (14) (5)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, ”b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:
Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S6 Replicate 2 plant height: mean, standard deviation, sample size, and significance groupings.

Chromosome Plant Height

Arm E F H (o}

1S 139.23£15.21° 138.07+14.07° 111.94+7.98° 92.86+12.22°
(14) (20) (14) (7

1L 160.87+£12.492 159.58+10.12 116.11+14.64° 76.916.87¢
(12) (13) (8) (6)

3S 153.22+8.14° 153.59+8.54° 157.16+9.292 156.59+7.82°
(9) (15) (16) (11)

3L 150.9449.41° 145.8+13.61° 135.2+7.91° 63+18.65°
(12) (13) (12) (5)

4S 135.09+9.972 137.446.51° 141.78+7.342 129.49+15.61a
(14) (112) (17) (10)

4L 139.52+48.23? 144.9+10.21° 141.16+5.56° 88.03+7.83°
(12) (15) (10) (15)

5S 155.07+11° 128.6619.94° 122.9619.44° 95.24+12.14°
(13) (10) (14) (13)

5L 140.63+£11.072 149.1948.2° 138+12.412 88.8+9.93°
(12) (12) (8) (6)

6L 127.56+8.59° 137.3546.62 118.22+13.26° 101.39+11.45°
(12) (8) (17) (16)

7L 145.26+7.51° 152.334£9.38° 152.35+7.88° 91.18+8.44°
(9) (11) (11) (10)

8L 143.16+9.852 147.24+9.652 126.01+15.332° 113.17+9.5°
(13) (16) (13) (10)

9s 153.13+8.44° 149.79+7.63° 155.04+46.55° 104.57+10.83
(9) (15) (14) (15)

oL 113.17+417.51% 127.62+16.13° 100.31+13.4° 99.31+14.422
(6) (9) (12) (17)

10L 123.1+£13.412 117.84+7.842 123.84+9.51° 76.856.53°
(12) (14) (14) (10)

plants-H; Hypoploid plants-O

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, ”b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

D. C. Brunelle and W. F. Sheridan
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Table S7 Replicate 1 ear height: mean, standard deviation, sample size, and significance groupings.

Chromosome Ear Height
Arm E F H (o}
1S 57.67+6.612° 65.75+10.82° 47.14+10.68° 23.28+9.29¢
(7) (12) (17) (6)
1L 72.78+5.95° 69.44+8.192 49.28+5.9b 24.13+4.1¢
(9) (14) (10) (4)
3S 70.69+13.56° 63.08+9.73° 68.36+5.01° 65.8tNA
(8) (19) (16) (1)
3L 54.03+10.27° 60.11+13.23° 58.03+10.79? 15.2345.98°
(9) (11) (12) ()
4S 57.01+10.49° 47.98+6.652 48.44+6.89° 51.73+9.27°
(12) (13) (13) (7)
4L 57.83+9.11° 59.95+9.56° 65.71+14.83? 28.22+12.32°
(11) (14) (11) (€)
5§ 67.9916.522 67.67+10.82° 57.23+8.75%b 41.28+7.21°
(14) (13) (16) (6)
5L 69.5tNA 56.93+7.83? 56.63+6.08° 34.747.99°
(1) (14) (21) (3)
6L 65.01+7.67° 61.42+5.132 51.3+4.76° 32.73+4.44°
(9) (9) (11) (15)
7L 54.1+16.722 62.6416.8° 61.89+9.9° 29.74+6.86°
(8) (8) (11) (7
8L 60.96.2%° 69.49+5.812 44.43+9.2° 56.33+10.07%°
(7) (11) (15) (15)
9s 68.68+7.95° 59.8316.47% 72.51+10.28° 43.77+15.3°
(12) (10) (16) (7)
9L 58.92+5.872 52.08+7.242 50.22+6.562 42.05+6.9°
(9) (10) (17) (11)
10L 69.21+5.532 61.98+7.367 62.84+4.882 34.22+3.99°
(13) (12) (14) (5)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:
Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S8 Replicate 2 ear height: mean, standard deviation, sample size, and significance groupings.

Chromosome Ear Height
Arm E F H (o}
1S 77.5£11.372 73.33+16.32° 54.79+12.73 24.7+12.37¢
(14) (20) (14) (7
1L 87.13+11.97° 89.85+12.19° 59.06+6.35° 34.3+5.48°
(12) (13) (8) (6)
3S 78.87+9.46° 73.29+13.24° 70.77+9.96° 87.98+9.07°
(9) (15) (16) (11)
3L 72.04+7.8° 69.17+7.492 66.26+20.192 17.4247.17°
(12) (13) (12) (5)
4S 58.57+16.79° 57.1+7.78 53.4+3.78? 70.43+9.68°?
(14) (112) (17) (10)
4L 57.47+3.942 65.61+6.222 61.65+6.792 31.735.47°
(12) (15) (10) (15)
5S 67.65+10.62° 58.23+12.85° 64.39+9.962 32.45+7.96°
(13) (10) (14) (13)
5L 57.02+11.3320 67.03+5.17° 59.44+7.95° 36.63+4.31°
(12) (12) (8) (6)
6L 58.25+10.34% 65.4+5.542 53.08+11.032° 42.55+9.16°
(12) (8) (17) (16)
7L 71.0615.972 69.09+7.512 84.72+7.52° 33.65+5.09°
(9) (11) (11) (10)
8L 65.7416.46° 66.45+8.592 53.36+8.31° 61.3816.41°
(13) (17) (13) (10)
9s 70.34+8.52° 76.9+10.05% 80.49+9.69" 40.55+7.36°¢
(9) (15) (14) (15)
oL 53.35+9.22b 59.9+8.79° 51.03+5.312 33.84+8.91°
(6) (9) (12) (17)
10L 57.89+10.28° 53.76+11.19° 57.92+6.55° 30.445.61°
(12) (14) (14) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S9 Replicate 1 internode length: mean, standard deviation, sample size, and significance groupings.

Chromosome Internode Length

Arm E F H (o}

1S 9.610.692 10.74+1.16° 8.91+£1.06° 7.37£2.22°
(7) (12) (17) (6)

1L 9.86+0.92° 10.23+1.56° 9.76+1.62° 4.2+0.88°
(9) (14) (10) (4)

3S 11.2941.19° 10.96+1.04° 11.41+0.73° 11.1+NA
(8) (19) (16) (1)

3L 11.86+1.31° 11.46+1.3% 9.29+2.23° 5.81+1.51¢
(9) (11) (12) ()

4S 11.51+0.882 10.78+1.27° 11.0941.29°2 10.2+1°
(12) (13) (13) (7)

4L 10.39+1.04° 10.82+1.152 11.05+0.46° 8.62+1.64°
(11) (14) (11) (€)

5§ 12.2140.84° 9.93+1.67° 8.54+1.54° 10.05+0.73%
(14) (13) (16) (6)

5L 10.5£NA 10.57+1.042 10.56+1.18°? 9.83+1.18°
(1) (14) (21) (3)

6L 9.99+0.7%b 11.04+0.8% 11.77+2.49° 8.58+1.96"
(9) (9) (11) (15)

7L 10.9140.52° 10.81+1.37° 10.81+1.04° 8.39+1.11°
(8) (8) (11) (7

8L 11.49+1.452% 11.17+1.59°2 10.58+1.33% 8.76+2.55°
(7) (11) (15) (15)

9s 12.03+1.372 11.59+1.222 12.68+1.022 7.96+2.5°
(12) (10) (16) (7)

9L 9.5611.62 8.6+1.06° 8.57+0.97° 9.85+0.79°
(9) (10) (17) (11)

10L 12.32+0.99° 10.8+0.95% 11.51+0.56° 8+0.72°
(13) (12) (14) (5)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:
Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S10 Replicate 2 internode length: mean, standard deviation, sample size, and significance groupings.

Chromosome Internode Length

Arm E F H 0

1S 10.62+1.12° 10.08+1.29% 8.66+1.17° 8.94+1.87%°
(14) (20) (14) (7)

1L 11.7£1.722 10.03+1.962° 8.94+1.39¢ 6.27+2.6¢
(12) (13) (8) (6)

3S 11.61+1.18° 11.12+1.21° 12.54+0.91° 11.4+1.082
(9) (15) (16) (11)

3L 11.68+0.66° 11.65+1.12 11.7+1.062 4.66+2.12°
(12) (13) (12) (5)

4S 11.2141.15° 11.85+1.05° 11.72+0.612 10.2540.76°
(14) (11) (17) (10)

4L 10.21+0.7% 10.96+1.482 10.7+0.64%° 8.62+2.36°
(12) (15) (10) (15)

5§ 12.15+0.84° 11.03+1.42% 9.89+1.76° 9.88+1.94°
(13) (10) (14) (13)

5L 10.7441.35° 11.2+1.12° 10.95+1.042 9.6+1.362
(12) (12) (8) (6)

6L 10.45+0.952 11+0.47° 9.39+1.512 9.29+1.292
(11) (8) (17) (16)

7L 11.51+0.64° 11.15+1.02° 11.86+0.782 6.17+1.47°
(9) (11) (11) (10)

8L 10.2741.237 10.05+1.22° 9.54+1.082° 7.44+1.43°
(13) (17) (13) (10)

9S 11.32+0.65° 11.27+0.862 11.83+1.09° 8.34+1.49°
(9) (15) (14) (15)

oL 9.07+£1.01° 10.2340.72° 9+1.11° 8.01+£1.28°
(6) (9) (12) (17)

10L 10.57+£1.02° 9.91+1.32° 9.94+0.842 7.31+1.02°
(12) (14) (14) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S11 Replicate 1 primary ear node circumference: mean, standard deviation, sample size, and significance groupings.

Chromosome Primary Ear Node Circumference
Arm E F H (o}

1S 8.49+1.92 9.3140.81° 7.54+1.42° 3.78+1.37°
(7) (12) (17) (6)

1L 9.82+1.22 9.26+1.18% 7.14+1.22b¢ 3.68+1.42¢
(9) (14) (10) (4)

3S 8.76%2.092 9.26%1.76° 9.66+0.86° 5.8tNA
(8) (19) (16) (1)

3L 9.19+1.47° 8.85+1.41° 7.58+12b 5.07+1.64°
(9) (11) (12) ()

4s 9.33+0.392 9+0.97° 9.13+1.082 7.89+2.032
(12) (13) (13) (7)

4L 9.46%1.032 9.46%1.02° 9.49+1.042 5.77+0.88"
(11) (14) (11) (€)

5§ 9.88+0.63° 9.3+1.11° 9.26%1.42 6.82+0.71°
(14) (13) (16) (6)

5L 9.1+NA 10.19+1.49° 9.3+0.962 7.33+0.95°
(1) (14) (21) (3)

6L 8.7+1.592 9.4211° 8.3+0.38° 7.41+0.66°
(9) (9) (11) (15)

7L 9.3+0.892 9.13+0.8? 8.58+0.86%° 6.13+2.31°
(8) (8) (11) (7

8L 9.83+1.58% 10.13+1° 7.69+0.89° 7.94+1.25P
(7) (11) (15) (15)

9s 10.13+1.192 9.5+1.2° 10.02+0.672 10.19+0.842
(12) (10) (16) (7)

9L 9.57+1.16° 8.7911.14° 9.34+1.51° 7.47+1.18°
(9) (10) (16) (11)

10L 9.76+0.74° 8.8+0.84° 8.59+0.34° 10.22+1.212
(13) (12) (14) (5)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in

parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate

groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S12 Replicate 2 primary ear node circumference: mean, standard deviation, sample size, and significance groupings.

Chromosome Primary Ear Node Circumference
Arm E F H 0

1S 8.64+1.31° 8.53+1.07° 7.81+1.04° 4.86+1.45°
(14) (20) (14) (7)

1L 8.48+1.01° 8.47+1° 6.18+0.54° 6.48+2.84°2
(12) (13) (8) (6)

3S 9.56+1.18%° 9.31+1.29% 9.98+0.78° 8.17+0.54°
(9) (15) (16) (11)

3L 9.18+0.94+a 8.79+1.01° 7.47+0.84%° 4.46+1.19°
(12) (13) (12) (5)

4S 9.09+0.72 9.24+0.57° 9.39+0.54° 8.16+0.82°
(14) (11) (17) (10)

4L 10.0610.482 9.57+1.142 1040.52° 6.37£0.79°
(12) (15) (10) (15)

5§ 10.22+0.71° 10.36+1.32° 9.61+1.32° 6.48+1.16°
(13) (10) (14) (13)

5L 9.93£1.19° 9.81+0.76° 9.63+0.33° 5.98+2.02°
(12) (12) (8) (6)

6L 7.95+0.892 8.5+0.5° 7.61+0.842 7.1610.66°
(11) (8) (17) (16)

7L 8.6710.92 9.37+0.97° 8.4740.53° 5.57+1.2°
(9) (11) (11) (10)

8L 8.49+0.72%° 8.79+1.37° 7.35+1.11°%° 7.11+1.68°
(13) (17) (13) (10)

9S 9.67+0.72 9.41+0.9° 8.62+0.87° 8.74+1.37°
(9) (15) (14) (15)

oL 9.9340.22 9.24+0.91° 9.26+0.7° 6.16+1.26°
(6) (9) (12) (17)

10L 8.85+0.93° 7.72+0.88° 7.4610.88° 8.74+1.03°
(12) (14) (14) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in

parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate

groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:

Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S13 Replicate 1 tassel branch number: mean, standard deviation, sample size, and significance groupings.

Chromosome Tassel Branch Number
Arm E F H 0

1S 19.86+5.932 21.3+5.12° 12.06+7.38% 2.8341.94°
7 (10) (17) (6)

1L 16.88+2.952 16.71+5.822 8.67%3.94° 8.25+5.68?
(8) (14) (9) (4)

3S 18.63+6.07° 17.6745.032 2043.422 6+NA
(8) (18) (15) (1)

3L 15.56+4.332 15.55+5.752 15.75+1.48° 5.71+5.96°
(9) (11) (12) (7

4S5 15.42+3.322 14.85+2.27° 13.69+5.02° 13.86+4.06°
(12) (13) (13) (7)

4L 20.09+3.36° 18.2946.37° 14.64+8.86% 5.38+2.45b
(11) (14) (11) (8)

5§ 19.29+3.472 20.38+5.82° 18.06+6.34% 7.67+2.58°
(14) (13) (16) (6)

5L 12+NA 12.7146.022 13.05+2.07° 9.33+0.58?
(1) (14) (19) (3)

6L 1543.322 10.8946.922 6.89+2.26° 14.614.17°
(€) (€) (€) (15)

7L 14.63+4.962 14.75+5.7°2 18.82+3.92° 3.43+1.51°
(8) (8) (11) (7

8L 10+3.41%° 19.09+4.782 7.43+3.01° 19.71+5.282
(6) (11) (14) (14)

9s 18.92+3.582 20.1+3.282 19.544.05° 13.57+1.9°
(12) (10) (16) ()

oL 21.22+3.93° 15.3+4.03° 12.76%2.77° 20.9+6.4°
(€) (10) (17) (10)

10L 19.77+4.282 17.11+4.57° 15.08+1.26° 19.6+5.86%
(13) (9) (13) (5)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:
Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S14 Replicate 2 tassel branch number: mean, standard deviation, sample size, and significance groupings.

Chromosome Tassel Branch Number
Arm E F H (0]
1S 16+3.592° 17.3+4.432 11.07+4.3% 5.29+1.5°
(14) (20) (14) 7
1L 21.25+5.12° 22.18+3.79°? 18+2.242 15.67+3.832
(12) (11) (7) (6)
3S 21.71+5.15°2 24+6.51° 25.8+4.63° 19.64+6.52°
(7) (15) (15) (11)
3L 20+4.432 21.4616.312 19.92+4.42° 2.842.49°
(12) (13) (12) (5)
4S 16.5+3.06° 16.27+£1.62° 17.13+4.77° 1742
(14) (11) (16) (10)
4L 21.55+3.642 23.92+4.37° 23+2.83° 9.8+3.38°
(11) (13) (9) (15)
5§ 23+4.452 22.3+9.452 24.08+7.91° 4.62+1.56°
(12) (10) (13) (13)
5L 18.3345.022 20.83+5.29° 16.63+3.582 11.33+5.96°
(12) (12) (8) (6)
6L 14.4545,2%° 17+4.57% 8+3.87° 15.88+4.59°
(11) (8) (15) (16)
7L 18.14+4.49° 21.09+6.122 22.743.132 14.3+4.242
(7) (11) (10) (10)
8L 16.54+4.682 20.69+6.94° 15.2745.12° 19.44+7.06°
(13) (16) (11) (9)
9S 24.75%5.44% 22.79+4.76° 20.9316.98% 1443.63°
(8) (14) (14) (15)
oL 18.67+4.41° 17.2245.19° 13.1744.75° 12.06+5.88?
(6) (9) (12) (17)
10L 17.3315.182 14.2143.89°2 12.5+3.84° 13.4+3.63°
(12) (14) (14) (10)

This table contains each group’s mean + group standard deviation and the sample size, n, of each group in
parenthesis (n). In superscript, linked to the standard deviation are letters “a”, "b” and “c” which indicate
groups not significantly different from each other at the p<0.05 level. Dosage designations are as follows:
Euploid plants (no B-A present)-E; Euploid plants (B-A present and failure of nondisjunction)-F; Hyperploid

plants-H; Hypoploid plants-O
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Table S15 Comparison of the data of this study with that of Lee et al. (1996).

Leaf Width Leaf Length Plant Height Ear Height Inter. Length Ear Node Circum.
Tassel Branch No.
dosage dosage dosage dosage dosage dosage
dosage
1 3 1 3 1 3 1 3 1 3 1 3
1 3
15 k% * * %k ns * %k * %k k% * %k * %k * * %k ns -
ns
ns ns
__ __ __ ns __ __ __ __ __ __ __ __
-- ns
3S ns ns ns ns ns ns ns ns ns ns ns ns
ns ns
ns -- -- ns ns - ns ns - - - -
3L k% * %k * %k ns * %k ns k% ns * %k * * %k ns -
ns
-- - - - - -- - -- ns -- ns - - --
-- ns
4S ns ns ns ns ns ns ns ns ns ns ns ns
ns ns
-- -- - - -- -- -- ns -- -- ns - ns
ns ns
4L *k ns ** ns *k ns *k ns *k ns ** ns o
ns
-- -- -- ns -- -- -- ns -- ns -- ns
-- ns
55 k% ns ns ns * %k * %k k% ns * * %k * %k ns -
ns
__ - __ __ __ __ __ _ ns __ __ __
-- ns
5L ok ns ns ns ok ns ok ns ns ns *k ns
ns ns
-- -- -- -- -- ns -- ns -- ns -- --
-- ns
6L *k ns ** ** *k ns *k ns ns ns ns ns -
ns
__ ns __ _ __ __ __ _ __ _ __ __
-- ns
7L ok ns o ns ok ns ok ns * ns o ns "
ns
__ __ __ __ __ - __ _ __ ns __ __
ns ns
ns
ns -- -- -- -- - ns -- -- ns -- --
ns --
9s ns ns * ns *k ns ns * *k ns ns ns * ns
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-- ni

-- ni ns ni -- ni - ni -- ni .
- ni

9L ** ns ** ns *k * ** ns ns ns ** ns
ns ns
-- ns -- - -- -- -- -- -- -- -- -- ns ns
10L ns * ns ns ok ns *k ns ok ns ns ns ns ns
- - ns - -- ns -- ns -- ns - ns -- ns

An asterisk * indicates that the mean value of the measured trait of plants with one dose or three doses of the chromosome arm were significantly lower than the value of the plants with

two doses in the present study. *P-value from 0.05 to 0.01; ** P-value 0.01 or less. (*) the measured trait was significantly higher from 0.05 to 0.01. A dash - indicates the corresponding
values for chromosome arm/trait measurements reported by Lee et al. (1996). —-P-value from 0.05 to 0.01; - - P-value 0.01 or less; ns, the response was not significantly different from the

2-dose class; ni, the dosage class was not identified.
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