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Figure S10 Predictive ability from cross-with-cross prediction (CwC) averaged over all combinations involving the same full-sib
family in the estimation set compared to the heritability of this family. Colors indicate the founder line of the family in the
estimation set. A) Dry matter content (DMC). B) Plant height (PH). C) Days to tasseling (DtTAS). D) Days to silking (DtSILK).
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