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Figure	
  S1	
  	
  	
  Categorization	
  of	
  single	
  nucleotide	
  polymorphism	
  (SNP)	
  variants	
  within	
  the	
  populations	
  Krug	
  Yellow	
  Dent,	
  
KLS_30,	
  and	
  KSS_30.	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
   	
  


