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Figure S2   Comparison of Chromosome 10 founder coefficient plots for Rps12-ps2 expression derived from alignment to 
NCBIM37 or individualized DO transcriptomes. Read alignment to individualized DO transcriptomes ameliorates spurious 
alignments to pseudogenes. When DO reads are aligned to the NCBIM37 reference transcriptome (A), it appears that DO 
animals that derive the Chr 10 region from CAST or PWK have higher expression of the pseudogene Rps12-ps2. When individual 
genetic variation is accounted for in the alignment (B), the CAST- and PWK-derived reads align preferentially to the parent 
protein coding gene Rps12, and the spurious Rps12-ps2 eQTL is eliminated. 
  


