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Gene Set / Pathway is altered in 5.2% of all cases.

Ovarian Serous (TCGA, )/All Tumors: (580)/User-defined List/1 gene

OncoPrint

Case Set: All Tumors: All tumor samples (580 samples)

Altered in 30 (5%) of cases

KDM1A 5%

mRNA Upregulation

Copy number alterations are putative.
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Protein Levels (top) and Phosphorylation (bottom) Changes
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Konovalov and Garcia-Bassets, Figure S5



