* 20 * 40

EC_ZUR : ——————————————————— MEKTTTQELJFA————-QAEKT®AQRN : 21
YP_ZUR @ ———————————————————— MNPINQEKIJFA————QAES : 21
XC_ZUR : MTKHTHTQTHDQEHACTAPHHHVDDANSEWR-——-AVER 41
PA_ZUR : ————-— MYKIAPKTPLACQPHDHSQCVSTMRA————EADA 36
CC_ZUR : ——————— MSMANAPSCGHDHHNHGVAGAMNFARELDAAER 38
cc_FOR : —'—-+vi———"——-"-—r——r——————— MDR————— LEK : 12
SC_NUR : ——————— MVSTDWKSDER ——————————— 14
* 60 * 80 *
EC_ZUR SLODGATSAY DLLREAEPQ-—-AKP : 64
YP_ZUR AROOPGATISAY DLLRVAEPQ-—-AKP : 64
XC_ZUR ADAGKPVEAY DWVREGKGVGADAP : 86
PA_ZUR WOSHKPLGAY AVLSETDGR-RAAP : 80
CC_ZUR LEAGQPVEAY S5FGGSGPP——AKP : 81
CC_FUR SSAEDHPDVEEMHRRAHATDPH--ISI : 55
SC_NUR DT-LEHATFED GEVRKETASG——INIS : 56
* 120 *
EC_ZUR D JWES T SYVL.CHLEDQP 108
YP_ZUR D SVESASYVLCHHFEEP 109
XC_ZUR D JLESVWAFVACHHPNSA 131
PA_ZUR D YIASIIWAFVGCNNP-EHS 124
CC_ZUR D STESIAYWVACRKE-AD 125
CC_FUR RLFEE $HDFRGRS——RYEQSP 98
SC_NUR ELEEE SHAHLG--HGAPTYHLAD 99
140 * 160
EC_ZUR : ECAEGVEDIMHTLAAK ALRHNVERI L 154
YP_ZUR : RPTVGIEEALAQLAKQSEATLREHS VI A 154
XC_ZUR : LEDRDVVSQLEARAKA QPQAQTIRV 172
PA_ZUR IBLEQPDISRAIVAGANS AVESQTIRaVY 167
CC_ZUR IEF-KASAEITAAGEA ALTGVTERI A 163
CC_FUR FVDEEIEALQHATAKK KL IDHRIRYL 135
SC_NUR IRaADLSVAADETAKLREQ DTDMEHEAT .ESESLKGSTTD 144

*

EC_ZUR : PEQCQHDHSVQVKKEKPR : 171
YP_ZUR : HDDCEHDHSIVVEKE-- : 168
XC_ZUR : —m——————— : -
PA_ZU0R : ———m———————————— : -
CC_ZUR : —————————— : -
CC_FUOR : : -
SC_NUR : 5——————— : 145

Figure S1 — Amino acid alignment of C. crescentus Zur with other regulators of the Fur family.
Uptake regulators for zinc (ZUR), iron (FUR) and nickel (NUR) are shown. The GenBank no. and
abbreviations are as follows: EC, Escherichia coli [AAC77016]; YP, Yersinia pestis [AAS60741];
XC, Xanthomonas campestris [AAY48498]: PA, Pseudomonas aeruginosa [AAG08884]; CC,
Caulobacter crescentus [Zur, AAK22344; Fur, AAK22044]; SC, Streptomyces coelicolor
[CAB94084].



