
Mus musculus KDM2A (NP_001001984.2) A 

Homo sapiens KDM2A isoform A (NP_036440.1) B 

Gallus gallus KDM2A-isoform X2 (XP_423678.3) C 

D Xenopus (Silurana) tropicalis KDM2A (NP_001011176.1) 

E Danio rerio KDM2A isoform X1 (XP_001339797.3)  

Fig. S1 

F Danio rerio KDM2B isoform 2 (XP_708792.6) 



J 

Xenopus laevis KDM2B (NP_001085840.1) G 

Homo sapiens KDM2B isoform A (NP_115979.3) 

Gallus gallus KDM2B isoform X25  (XP_004945621.1) H 

Mus	  musculus	  KDM2B	  isoform	  1	  (NP_001003953.1)	  	  I 

Ciona intestinalis KDM2 (XP_423678.3) K 

Fig. S1 (cont.) 



Drosophila melanogaster KDM2 isoform B (AAF54335.2) 

L 

Strongylocentrotus purpuratus KDM2A-like (XP_003731780.1) 

Strongylocentrotus purpuratus KDM2B-like (XP_780290.3) 

M 

Tribolium castaneum hypothetical protein TcasGA2_TC015153 (EFA05058.1) N 

Anopheles gambiae KDM2 (XP_321169.5) O 

P 

Caenorhabditis elegans JHDM-1, isoform b (NP_498419) Q 

Fig. S1 (cont.) 



250 kD 

150 

100 

75 

50 

37 

25 

250 kDa 

150 

100 

75 

37 

20 

50 Expected GST fusion 
protein size: 52.2kDa 

Fig. S2 

GST-dKDM2 (AA1-220) 

Coomassie Blue staining 
Western 

blot 

25 



Fig. S3 

A 

D 

B 

P5 P6 

Genomic PCR 

d0
01

70
 

F1
1.

1 

K
G

04
32

5 E 

2.0kb 
4.0kb 

W
T 

W
T 

1.0kb 
2.0kb 
5.0kb 

0.5kb 

1 
kb

 P
lu

s 
m

ar
ke

r 

D
G

12
81

0 

W
T 

W
T 

E
Y

01
33

6 

W
T 

660bp 939bp 1335bp 1335bp 660bp 

P3 

P4 
Two-sided PCR 

C 

1.0kb 
2.0kb 
5.0kb 

0.5kb 

2.0kb 
4.0kb 

W
T 

E
P

30
93

 

2682bp 

P3 & P4 

Mst85C beag Ada 
4878k 4880k 4882k 4884k 4886k 4888k 4890k 4892k 4876k 

Kdm2-RB 

d06730 

f02828 

d06162 

Df(3R)J15 

Df(3R)J16 

Df(3R)J18 

DG12810 

EP3093 F11.1 
KG04325 

e01422 

EY01336 

d00170 



Fig. S4 

C 

0.0 

0.5 

1.0 

1.5 

2.0 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 

F11.1/F11.1 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

D 

0.0 

0.5 

1.0 

1.5 

2.0 

2.5 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 

KG/KG 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

0.5 

1.0 

1.5 

2.0 

2.5 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
EY/EY 

B 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

A 

0.0 

0.5 

1.0 

1.5 

2.0 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
d06730/d06730 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

anti-dKdm2 

anti-Actin 

w1118   J16/J16   J18/J18   DG/DG  F11.1 G 

anti-dKDM2 

F 

anti-Actin 

w1118     EY/EY  J16/J16 

w1118  d06730 E 
anti-dKDM2 

anti-Actin 

H 
anti-dKDM2 

anti-Actin 

w1118  KG04325 



Fig. S5 

A B 

D C 

E 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

0.5 

1.0 

1.5 

2.0 

2.5 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
d00170/J15 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

1.0 

2.0 

3.0 

4.0 

5.0 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
d00170/J16 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

0.5 

1.0 

1.5 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
d00170/f02828 

0.0 

1.0 

2.0 

3.0 

4.0 

5.0 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
f02828/J16 

0.0 

0.5 

1.0 

1.5 

Mst85C dKdm2-23 dKdm2-34 dKdm2-56 beag Ada 

w[1118] 
EP/f02828 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 



Fig. S6 

D 

B C 

A 
f0

28
28

# 

E
P

30
93

# 

E
P

30
93

# 

d0
01

70
# 

Genomic PCR 
1335bp 

2682bp 

w
11

18
 

w
11

18
 

w
11

18
 

w
11

18
 

Hybrid PCR 
>1264bp 851bp 660bp 

2.0kb 

4.0kb 

1.0kb 

0.5kb 

4000bp 

0.0 

0.5 

1.0 

1.5 

2.0 

Mst85C dKdm2-12 dKdm2-23 dKdm2-45 beag Ada 

w[1118] 

d00170# 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

0.5 

1.0 

1.5 

2.0 

2.5 

3.0 

Mst85C dKdm2-12 dKdm2-23 dKdm2-45 beag Ada 

w[1118] 

EP3093# 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

0.0 

0.5 

1.0 

1.5 

2.0 

Mst85C dKdm2-12 dKdm2-23 dKdm2-45 beag Ada 

w[1118] 

f02828# 

R
el

at
iv

e 
fo

ld
 c

ha
ng

e 

E 
  w1118     EP3093#  d00170#   f02828# 

anti-dKdm2 

anti-Actin 




