Supplementary Note

Recruitment of study subjects

Samples of blood were obtained from healthy blood donors, patients (cases) with antibodies
against Vel (anti-Vel) and first-degree relatives of these patients. All 96 samples were
assigned Unique Study Numbers (USN) and the key characteristics are summarized in
Supplementary Fig. 1. When required biological samples were obtained with informed
consent and the studies were approved according to national Research Ethics regulations in

Denmark, The Netherlands and UK.
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76 NL 1 2 WT/M51K 0,2 AA
77 NL 1 1 WT/A 0 AA
78 NL 1 1 WT/A 0 AA
79 NL 1 1 WT/A 0 AA
80 NL 1 1 WT/A 0 AA
81 NL 1 1 WT/A 0 AA
82 NL 1 1 WT/A 0 AA
83 NL 1 1 WT/A 0 AA
84 NL 1 1 WT/A 0 AA
85 NL 1 1 WT/A 0 AA
86 NL 1 1 WT/A 0 AA
87 NL 1 1 WT/A 0 AA
88 NL 1 1 WT/A 0 AA
89 NL 1 1 WT/A 0 AA
90 NL 1 1 WT/A 0 AA
91 NL 1 1 WT/A 0 AA
92 NL 1 1 WT/A 0 AA
93 NL 1 1 WT/A 0 AA
94 NL 1 1 WT/A 0 AA
95 NL 3 1 WT/A 0 AA
96 NL 3 1 WT/A 0 AA

Supplementary Table 1. Characteristics of the Vel phenotype and SMIM1 genotype of the 96 study
samples. Samples are from blood donors (n=73; see Supplementary Fig. 1), Vel-negative clinical
cases with anti-Vel (n=16) and relatives of Vel-negative clinical cases with anti-Vel (n=7) (see
Supplementary Fig. 3). DN, Denmark; NL, The Netherlands; UK, United Kingdom. WT, wild-type
indicating that one of the common SMIM1 haplotypes was observed; A and G, the major and minor
allele of GWAS SNP rs1175550; M51R and M51K are the amino mutations at residue 50 of the SMIM1
protein for USN14 and USN76, respectively; M, methionine; R, arginine; K, lysine, both samples are
italics. USN1-5 were exome sequenced and are in bold.



