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Figure S1: Differential expression of lncRNAs (Gencode). Heatmap of lncRNA (Gencode v12) expression changes between normal and tumor tissue is depicted. For each lncRNA and patient sample, the median expression of all significantly differentially expressed probes (FDR < 0.01) located in exons of the lncRNA is depicted. Clinical data indicate disseminated tumor cell status (DTC, yes =disseminated tumor cells detected, no =not detected); age at onset (Age); histological grade 1, 2 or 3 (Grade); TP53 mutational status (TP53, wt =wild-type and mut =mutated); status of epidermal growth factor receptor 2 (Her2, neg =Her2 negative, pos =Her2 positive); status of progesterone receptor (PR, neg =PR negative, pos =PR positive); and status of estrogene receptor (ER, neg =ER negative, pos =ER positive).


