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Figure S1: Sequence conservation and hybridisation intensities. Empirical cumulative distributions (ECDF) of average PhastCons scores of DE-probes (Normal vs. Tumor with FDR < 0.01, Basal-like vs. Luminal tumors with FDR < 0.05) either compared to neutral evolving sequences (A) or to array probes located in genomic loci with conserved secondary structures – RNAz [?, ?], SISSIz [?, ?], and Evofold [?] (B). Non-coding DE-probes are less sequence conserved than protein-coding DE-probes, but much more conserved than neutral sequences derived from randomly selecting regions in intergenic space. Random sequences preserve length distribution of coding exons. DE-probes regulated between Basal-like and Luminal tumors displayed less sequence conservation than DE-probes regulated between normal and tumor tissue, independent if the probe was classified as non-coding or protein-coding (A). DE-probes exhibit on average less sequence conservation than array probes located in loci predicted to contain conserved secondary structure motifs (B). (C) ECDF of maximal microarray hybridisation intensities of probes located in loci with conserved secondary structure motifs compared to all remaining probes on the custom microarray. In overall,
probes with the potential to form stable secondary structures are less well detectable by the custom microarray than remaining probes.


