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Figure S2. Detection of intracellular NO/RNS in low-oxygen cultures. UAMS-1 (pMK4), 
KR1010 (nos::erm mutant; pMK4), and KR1010 (complement; pMKnos) were grown as low-
oxygen TSB cultures for 6.25 hours, followed by harvesting and resuspension in HBSS + 5 µM 
DAF-FM dicaetate as described in Materials and Methods. Fluorescence (RFU) and OD600 
readings were recorded after 90 minutes incubation in a microplate reader. Data represents the 
average of n=3 independent experiments, error bars = SEM.  

 

 

 

 

 

 

 

 

 

 

UAMS-1

nos m
utant

nos complement

F
lu

o
re

sc
en

ce
 (

R
F

U
/O

D
60

0)

0

2000

4000

6000

8000

10000

12000

14000


