
Supplementary Table S1. RT-qPCR Primers 

*Primers were designed based on human or mouse CDS of targets found in NCBI database. All primers 
were validated using human and mouse universal cDNA. Primers were confirmed to exclusively detect 
species-specific cDNA.



Supplementary Table S2. Effect of TLR4 on incidence and metastatic burden in nab-PXL treated and 
untreated mice           

P-Value

Organ
TLR4
Status Treatmenta Incidence Burdenb

Fold
Changec

TLR4- vs. 
TLR4+ 

Untreated
vs. Treated

MDA-MB-231 Model 
Lymph 
Nodes TLR4+ --- 100 344.7 ± 92.6 -- --- ---

TLR4+ nab-PXL 100 139.1 ± 96.3 2.5�� --- NSd

Lungs TLR4+ --- 100 23.5 ± 11.3 -- --- ---
TLR4+ nab-PXL 100 11.3 ± 3.8 2.1�� --- NS 

Lymph 
Nodes TLR4- --- 100 222.8 ± 100.6 -- NS 

TLR4- nab-PXL 20 50.0e 4.4�� NS 
Lungs TLR4- --- 80 2.7 ± 0.9 -- 0.03 ---

TLR4- nab-PXL 20 0.6 4.5�� 0.003 0.04
HCC1806 Model 

Lymph 
Nodes TLR4- --- 50 19.5 ± 11.4 -- --- ---

TLR4- nab-PXL 20 2.1 ± 1.7 9.3�� --- NS 
Lungs TLR4- --- 10 0.2 -- --- ---

TLR4- nab-PXL 30 1.1 ± 1.0 5.5�� --- NS 
Lymph 
Nodes TLR4+ --- 50 5.4 ± 2.4 -- NS ---

TLR4+ nab-PXL 90 1325.5 ± 649.3 245.3�� 0.008 0.002
Lungs TLR4+ --- 40 0.1 ± 0.08 -- NS ---

TLR4+ nab-PXL 90 1.2 ± 0.3 12.0�� 0.01 0.004
aMice were treated with nab-PXL at the dose of 10 mg/kg for 10 days 
bExpressed as RLU/mg of total protein x104� SEM 
cFold decrease (�) or increase (�) as compared with untreated controls; increases are bolded 
dNS, non-significant
eThe values without SEM indicate a single positive animal per group 


