
SUPPLEMENTARY FIG. S2. Deregulated expression of genes in ROS metabolism, mitochondrial function, stem
cell proliferation, and neurogenesis in DKO brains. Whole-genome microarray data were obtained from 2-month-old
WT, SKO, and DKO brain tissues. Molecular signatures enriched for genes up-regulated and down-regulated in DKO brain
tissue compared with Foxo3a - / - SKO or Fancd2 - / - SKO as provided by GSEA. ROS, reactive oxygen species.




