Table S1. C. albicans strains.

Strain Genotype Source
CAl4 Aura3::imm434/Aura3::imm434 (D)
CAF2 URA3/ura3A::Aimm434 (1)
SN152 CAI4 with 2

irol::IRO1/irol::Aimm434 his1::hisG/his1::hisG leu2/leu2
arg4/arg4
efg14/A CAI4 with efg1A::hisG/efg1A::hisG-URA3-hisG 3)
efg1A/PEFGL | CAl4 with efgl::hisGlefgl:[EFG1p-HA-EFG1-URA3] (4)
Efgl-Myc as CAl4 efgl::hisG/EFG1-MYC-URA3 (5)
Efgl-T179A as CAl4 with efgl::hisG/EFG1T179A-MYC-URA3 (5)
Efgl-T179D | as CAIl4 with efgl::hisG/EFG1T179D-MYC-URAS3 (5)
tpk14/A as CAIl4 with tpk1A::hisG-URAS3-hisG/tpk1A::hisG (6)
tpk24/A as CAIl4 with tpk2A::hisG/tpk2A::hisG-URA3-hisG (7)
ace2/A/A ura3A::.Aimm434/ura3::Aimm434 hisl::hisG/hisl::hisG (8)
ace2A::HIS1/ace2A::URA3
ace2//A as SN152 with ace2A::LEU2/ace2A::HIS1 (9)
Ace2-Myc as CAl4 with ACE2-MYC-URA/ACE?2 This Work
tpk1A/TPK1- | as CAl4 with tpk1A::hisG/TPK-as::URA3 Generous gift from
as tpk24/A tpk2A::hisG/tpk2A::hisG C. dEnfert
(unpublished)
czf14/A as SN152 with czf1A::LEU2/czf1A::HIS1 (9)
brg14/A as SN152 with brg1A::LEU2/brg1A::HIS1 (9)
tec1A/A as SN152 with tec1A::LEU2/tec1A::HIS1 (9)
upc2A/A as SN152 with upc2A::LEU2/upc2A:.HIS1 (9)
BWP17 ura3::imm434/ura3::imm434 irol/irol::imm434 hisl::hisG/hi (20)
s1::hisG arg4/arg4
DAY286 as BWP17 with ARG4:URA3:arg4::hisG/arg4::hisG (12)
his1::hisG/his1::hisG
ada24/A as BWP17 with ada2A::ARG4/ada2A::URA3 (11)
snfSA/A as BWP17 with snf5A::ARG4/snf5::URA3 (12)
pEFG1-GFP | as CAl4 with EFG1::EFG1pr-GFP (13)
pEFG1-GFP | as CAl4 with EFG1::EFG1pr-GFP ACE2::ACE2pr-mCherry This Study
pACE2-
mCherry
Brgl-Myc as SN152 with BRG1-13XMyc-FRT-FLP-SAT-FRT/BRG1 (14)
Tecl-Myc as CAF2 with TEC1-13XMyc-NAT/TEC1 This study
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FIG S1 Hyphae formation is similar to WT in ace2A/A mutants in most inducing conditions.
Micrographs of WT (CAF2) and ace2A/A strains after 3 hr incubation in the indicated medium at

37°C.



