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Figure S20. Analyses of PAS sequences of Fip1 APA targets. (A) Average
nucleotide composition of the proximal and distal PASs in Fip1 APA targets. The
fraction of each nucleotide (y axis) is plotted from -100 to +100nt relative to the
cleavage site (x axis). (B) Average sequence conservation (PhyloP score) of the
proximal and distal PASs in Fip1 APA targets within the same region.



