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Figure S24. Analyses of single-PAS genes. (A) Gene ontology analyses
of the 77 single-PAS genes whose mRNA levels significantly decreased in
Fip1 KD cells (group A genes) and the 5870 single-PAS genes whose
mRNA levels did not change (group B). Functional categories and the —
log10(p value) are shown. (B) Sequence comparison between the PASs of
group A and B genes. Motif sequences and the corresponding Z-scores are
shown.



