
Figure S7. UCSC Genome Browser tracks of the direct RNA sequencing (DRS) 
results for genes characterized in this study. The top and bottom tracks are the 
DRS reads for mock-treated embryonic stem cell (ESC) and ESC treated with Fip1 
specific siRNAs (ESC-Fip1 RNAi) respectively. The proximal (P) and distal (D) 
poly(A) sites for each gene are marked on top.  
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