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Supplementary Figure 5

(A) Enrichment levels of 1IgG controls (shown as percent of input) relative to the ChIP

analysis presented in Figure 6C.
(B) Recruitment of BRCAL1 and PALB2 also occurs at NF-kB responsive genes that
are not affected by BRCAL1 or PALB2 depletion in MCF7 cells (i.e. IRF, BCL3 and

MAP3KS8 are responsive to TNFa and dependent on p65 but not BRCA1 and PALB2

for their activation, cf. Supplementary Table S4).



