
B!

0.0000 
0.0100 
0.0200 
0.0300 
0.0400 
0.0500 
0.0600 
0.0700 

co
nc

en
tra

tio
n 

(u
m

ol
) 

control sh ARRB1 sh 

**
* 

**
* 

**
* 

A!

* 

* **
* **

* 

0 
0.02 
0.04 
0.06 
0.08 

0.1 
0.12 

co
nc

en
tra

tio
n 

(u
m

ol
es

/1
06

 c
el

ls
) scramble sh ARRB1 sh2 

* 

**
* 

0 

0.0005 

0.001 

0.0015 

0.002 

glucose 

0 
0.0005 

0.001 
0.0015 

0.002 
0.0025 

0.003 
0.0035 

0.004 

acetate 

0.0055 

0.006 

0.0065 

0.007 

0.0075 

0.008 

succinate 

0 

0.0002 

0.0004 

0.0006 

0.0008 

0.001 

fumarate 

0 
0.001 
0.002 
0.003 
0.004 
0.005 
0.006 
0.007 
0.008 

isoleucine 

0 
0.001 
0.002 
0.003 
0.004 
0.005 
0.006 
0.007 
0.008 

valine 

0 
0.002 
0.004 
0.006 
0.008 

0.01 
0.012 
0.014 

glutamine 

co
nc

en
tra

tio
n 

 
(u

m
ol

es
/1

06
 c

el
ls

) 

*

Supplemental Figure S7.  ARRB1 regulates metabolism in prostate cancer cells.  
A. 1H NMR Proton nuclear magnetic resonance measurements of intracellular glucose and 
lactate, amino acids and TCA intermediate in shARRB1 cells compared to scramble control. 
B. Kennedy pathway phospholipid intermediate metabolites choline, phosophocholine (PC), 
glycerophosphocholine (GPC) and total choline in shARRB1 cells lysates compared to 
scramble control. N=3, values are mean ± s.e.m. 


