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1. Sensitivity Analysis 

 

Supplementary Fig. S1| Sensitivity analysis to examine the influence of 

individual studies on the pooled Ors under allele contrast. The circles represent 

the pooled ORs when the given named study on the left is omitted, and the dotted 

lines indicate the 95% CIs. a: C1155547T polymorphism and hypertension; b: for 

G1156666A polymorphism and hypertension; c: G1155942T polymorphism and 

hypertension; d: C6749T polymorphism and hypertension; R-E: random effects; F-E: 

fixed effects. 

 

 

 

 



2. Cumulative meta-analysis 

 

Supplementary Fig. S2| Cumulative meta-analysis of the association between 

WNK4 SNPs and hypertension under allele contrasts. a: C1155547T 

polymorphism; b: G1156666A polymorphism; c: G1155942T polymorphism; d: 

C6749T polymorphism. 

 

 

 

 

 

 

 

 

 

 


