Supplementary Figure S3

mMRNA

protein

oocytes rep.1
mRNA expression [log2 RPKM]

oocytes rep.1

Oocytes

A 099

Spearman’s correlation °
coefficient

& Aol 2
| ,
. ,

-5 o 5 10 15
oocytes rep. 2
mRNA expression [log2 RPKM]

15

10

5

0

WS

Comparison of oocyte SILAC ratios

4 2 0o 2 4
L L L

0.84

Spearman’s correlation
coefficient Ls

aaaaa

2
-4 -2 o 2 4
oocytes rep. 2
relative protein expression

1-cell embryo rep.1
relative protein expression

1-cell embryo rep.1
mRNA expression [log2 RPKM]

1-cell embryos

0.90

coefficient

s 0 s w1
1-cell embryo rep. 2
mRNA expression [log2 RPKM]

Comparison of 1-cell SILAC ratios

4 2 0 2 4
I T I

wwwww

0.77

coefficient

T T T T
4 2 0o 2 4

1-cell embryo rep. 2
relative protein expression

Spearman’s correlation |

Spearman’s correlation |

4 2 0 2 4

Fold change
[oocyte to 1-cell embryo]

0.73 -

Spearman’s correlation

coefficient
°T
X
58
<
R
23
L3,
N -
8o
<27
zZ>
gg LB
€9 5 o 5
mRNA log2 fold change
[oocyte to 1-cell embryo]
____________________
C of 1 FC
4 2 o 2 4
.
RRRRR -
Lo
Spearman’s correlation [ R
coefficient v
o=
58
=S
T Q9 < z
SET T ] e
S g
o=
23,
N -
EE-R
o 0
£ 0 — T
[SAN=X 4 2 o 2 4

protein log2 fold change
[oocyte to 1-cell embryo]

Supplementary Figure S3 | Reproducibility of protein and mRNA fold changes in
two independent biological replicates. All proteome and transcriptome measurements
were performed in independent biological replicates for all samples. Depicted is the
correlation of mRNA expression and mRNA log2-fold change in two independent
biological replicates and protein log2-fold changes between and within independent
biological replicate measurements of the in vivo SILAC.



