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Supplemental Figure S2. Overlays of Michaelis-Menten and Hill plots for kinetic data of 
three studied rhomboids. Overlays of Michaelis-Menten and Hill equation fits for rhomboid 
kinetics assays with psTatA and psTatA-FRET are provided along with residual plots to validate 
the accuracy of used kinetic models.  When curves are properly fit, on the X-axis residuals are 
expected to be randomly distributed throughout the variable with no drift, i.e. no obvious pattern 
or long runs of positive or negative values. It is also best for the residuals to have small relative 
magnitudes. 
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