Supplemental Table 2

OTU ID Taxonomy Seed Sequence

0oTu_0 Bacteroidet oidales;Prevotell r lassified CGGGCTTGAATTGCAGAGGAAGGATTTGGAGACAATGACGCCTTCGGGGTCTCTGTGAAGGTGCTGCATGGTT
0oTu_1 Proteobacteria;Gammapr bacteria;Aeromonadal sccinivibric inclassified;unclassified TGATCTTGACATCGTAAGAACCTCACTGAAGGGTGAGGGTGCCTTCGGGAACTTACAGACAGGTGCTGCATGGCT
oTU_2 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eubacterium;rectale AAGTCTTGACATCCTTCTGACCGGTACTTAACCGTACCTTCTCTTCGGAGCAGGAGTGACAGGTGGTGCATGGTT
0oTu_3 Firmicutes;Negativicutes;Selenomonadales;Veillonell. ;Dialister;unclassified AGGTCTTGACATTGATCGCTATTCCAAGAAATTGGAAGTTCCTCTTCGGAGGACGAGAAAACAGGTGGTGCACGGCT
0oTuU_4 Pr eria;Gammapr eria;L ifi classified;unclassified; TGAACTTGACATAGTAGGAATCTTTAAGAGATTAGAGAGTGCCGCAAGGAGCCTACATACAGGTGCTGCATGGCT
oTU_S Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;crossotus AAGTCTTGACATCCCGTTGACCTGTTATGTAATGTAACATCTCTTCGGAGCAACGGAGACAGGTGGTGCATGGTT
OTU_6 Firmicutes;Clostridia; Clostrldlales Rumlnococcaceae Faecalibacterium;| prausnltzu AAGTCTTGACATCCCTTGACGATGCTGGAAACAGTATTTCTCTTCGGAGCAAGGAGACAGGTGGTGCATGGTT
oTu_7 Bacteroidet ter i classified;unclassifi CGGGCTTGAACTGCCAGTGACGGTAGCAGAGACGCTACTTTCTTCGGACACTGGTGGAGGTGCTGCATGGTT
0oTU_8 Firmicutes;unclassifi classified;unclassified;unclassi I TGGTCTTGACATCCCTATGAATAACGGGCAATGCCGTTAGTACTTCGGTACATAGGAGACAGGTGGTGCATGGTT
oTu_9 Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified AGGGTTTGACATCCTGCTAACGAAGTAGAGATACATTAGGTGCTTCGGGGAAAGCAGAGACAGGTGGTGCATGGTT
0OTU_10 Bacteroidetes;Bacteroidia;Bacteroidales;Prevotellaceae;Prevotella;brevis CGGGCTTGAACTGCAGGCGAACGATTCAGAGATGATGAGCCTTCGGGGCGCCTGTGGAGGTGCTGCATGGTT
oTu_11 Tenerictues;Erysipelotrichi;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;mitsuokai AGGTCTTGACATCGATCTAAAAGGGATGGAGACATCCTCATAGCTATAGAGAAGACAGGTGGTGCATGGTT
0TU_12 Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;prausnitzii AAGTCTTGACATCCCTTGACGAACATAGAAATATGTTTTCTCTTCGGAGCAAGGAGACAGGTGGTGCATGGTT
oTuU_13 Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;prausnitzii AAGTCTTGACATCCTGCGACGGACATAGAAATATGTCTTTCCTTCGGGACGCAGAGACAGGTGGTGCATGGTT
0TU_14 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;inulinivorans AAGTCTTGACATCCCGGTGACCGGACAGTAATGTGTCCTTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTT
0OTuU_15 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified TGATCTTGACATCCCACTGACCACAGAGTAATGTCTGTTTTCCTTCGGGACAGTGGTGACAGGTGGTGCATGGTT
0TU_16 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified AAGTCTTGACATCCCGATGACCAAGTATGTAATGTACTCTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTT
0oTu_17 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;faecis AAGTCTTGACATCCCGATGACAGAGTATGTAATGTACTTTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTT
0Tu_18 Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Eubacterium;biforme AGGCCTTGACATCCCTTGCAGAGGTATAGAGATATATCCGAGGTTATCAAGGAGACAGGTGGTGCATGGTT
0TU_19 Firmicutes;uncl i;unclassified;unclassified;unclassified, lassified AAGTCTTGACATCCTGCGACGGTGCTGGAAACAGTACTTTCCTTCGGGACGCAGAGACAGGTGGTGCATGGTT
0TU_20 Bacteroidetes;Bacteroidia;Bacteroidales;Prevotellaceae;Prevotella;ruminicola CGGGCTTGAACTGCAGCGGACGGATACAGAGATGTTGACTCCCTTCGGGGCCGCTGTGGAGGTGCTGCATGGTT
0Tu_21 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;! unc\asﬂfled TGATCTTGACATCCCGATGACCGCTTCGTAATGGAAGCTTTTCTTCGGAACATCGGTGACAGGTGGTGCATGGTT
0Tu_22 Firmicutes;Clostridia;Clostridiales;unclassified;unclassifi TGCTCTTGACATCTCCCTGACCGGCAAGTAATGTTGCCTTTCCTTCGGGACAGGGATGACAGGTGGTGCATGGTT
0Tu_23 Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Clostridium;unclassified TAAGCTTGACATCCTTTTGACCGATGCCTAATCGCATCTTTCCCTTCGGGGACAGAAGTGACAGGTGGTGCATGGTT
0TU_24 Firmicutes;Negativicutes;Selenomonadales;Acidaminococcaceae;Phascolarctobacterium;unclassified AAGGCTTGACATTGAATGACCGCTTCAGAGATGAAGCTTTCCCTTCGGGGACATGAAAACAGGTGGTGCATGGCT
0TU_25 Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Clostridium;unclassified AGGTCTTGACATCGATCTAAAGGCTCCAGAGATGGAGAGATAGCTATAGAGAAGACAGGTGGTGCATGGTT
0TU_26 Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;unclassified;unclassified AGGTCTTGACATCCGATGCATAGCATAGAGATATGTGAAATCCTTCGGGACATCGAGACAGGTGGTGCATGGTT
0oTu_27 Bacteroidetes;Bac idia;Bacteroi ;Bacteroidaceae;Bacteroides;vulgatus CGGGCTTAAATTGCAGATGAATTACGGTGAAAGCCGTAAGCCGCAAGGCATCTGTGAAGGTGCTGCATGGTT
0TU_28 Firmicutes;Clostridia;Clostridi: ninococcaceae;Sub anulum;variabile AGGTCTTGACATCCGATGCATAGTGCAGAGATGCATGAAGTCCTTCGGGACATCGAGACAGGTGGTGCATGGTT
0TU_29 Pr eria;Gammapr eria;Enterobacteriales;Enterobacteriaceae;unclassified;unclassified TGGTCTTGACATCCACAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCT
0TU_30 Proteobacteria;Gammaproteobacteria;Enterobacteriales;Enterobacteriaceae;unclassified;unclassified TGGTCTTGACATCCACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCT
0TU_31 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Ruminococcus;obeum AAGTCTTGACATCCCTCTGACCGACTCTTAACCGAGTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTT
0TU_32 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;inulinivorans AAGTCTTGACATCCTTCTGACCGGACAGTAATGTGTCCTTTCCTTCGGGACAGAAGTGACAGGTGGTGCATGGTT
0TU_33 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified AAGTCTTGACATCCGCCTGACCGATCCTTAACCGGATCTTTCCTTCGGGACAGGCGAGACAGGTGGTGCATGGTT
0TU_34 Bacteroidetes;Bac idia;Bacteroidales;uncl. {;unclassified;unclassified CGGGCTTGAACTGCCAGTGACACATGCAGAGACGCATGTTTCTTCGGACACTGGCGGAGGTGCTGCATGGTT
0TU_35 unclassified;unclassified;unclassified;unclassified;unclassified;unclassified AGGGCTTGACATCTGACGAATCTGGATGAAAGTTCGGAGTGCTCTTCGGAGAGCGTCAAGACAGGTGGTGCACGGTT
0TU_36 Spiroct ;Spirock ;Spirochaetales;Spirochaetaceae;unclassified;: TGGGTTTGACATGCATAGGAATGGCCTGGAGACAGGTCAGCGCAGCAATGCGCCTGTGAACAGGTGCTGCATGGCT
0oTu_37 Firmicutes;Negativic I Jales;Veillonell hascolarctobacterium;faecium AAGGCTTGACATTGATTGAACGCTCTAGAGATAGAGATTTCCCTTCGGGGACAAGAAAACAGGTGGTGCATGGCT
0TU_38 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Clostridium;unclassified AAGTCTTGACATCCCGGTGACAAAGTATGTAATGTACTCTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTT
0TU_39 Firmicutes;Clostridia;Clostridiales;Clostridiaceael; Caloramalor,unclassmed AGGGCTTGACATCCTACTAACGAAGTAGAGATACATCAGGTGCTTCGGGGAAAGTAGAGACAGGTGGTGCATGGTT
0TU_40 Firmic lli;L i aceae;Streptococcus;t AGGTCTTGACATCCCGATGACCGCTTCTTAATCGAAGCTTTTCTTCGGAACATCGGAGACAGGTGGTGCATGGTT
0TU_41 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eubacterium;oxidoreducens AAGTCTTGACATCCCGATGACAAGCTATGTAATGTAGCCTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTT
0TU_42 Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;fragilis CGGGCTTAAATTGCAGTGGAATGATGTGGAAACATGTCAGTGAGCAATCACCGCTGTGAAGGTGCTGCATGGTT
0oTu_43 Verrucomicrobia;Verrucomicrobiae;Verrucomicrobiales;Verrucomicrobiaceae;Akkermansia;muciniphila TGGGCTTGACATGTAATGAACAACATGTGAAAGCATGCGACTCTTCGGAGGCGTTACACAGGTGCTGCATGGCC
0TU_44 Firmicutes;Clostridia;Clostridiales;Clostridiaceae1;Clostridium;unclassified TAGACTTGACATCTCCTGCATTACTCTTAATCGAGGAAGTCCCTTCGGGGACAGGATGACAGGTGGTGCATGGTT
0TU_45 unclassified;unclassified;unclassified;unclassified;unclassified;unclassified CGGGCTCAAACGTCGGGCGAACCATCCTGAAAGGGATGGGCCAGCAATGGCGGCCGACGAGGTGCTGCATGGTT
0OTU_46 unclassified;unclassified;unclassified;unclassified;uncla: iwied,unclassified CAGGCTCGAACGGCATCTGAATTGTCCAGAGATGGACAAGTCTTCGGACAGATGTCGAGGTGCTGCATGGTT
oTu_47 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;ur TGGTCTTGACATCCCGATGACCGCTCTGTAATGAGAGCTTTTCTTCGGAACATTGGAGACAGGTGGTGCATGGTT
0TU_48 unclassified;unclassified;unclassified;uncl 1classified;! unclasslfled AAGTCTTGACATCCTCTTGACCGGTCAGTAATGTGACCTTTTCTTCGGAACAAGAGTGACAGGTGGTGCATGGTT
0TU_49 Firmicutes;unclassified;unclassified;unclassified;unclassified;unclassified AAGTCTTGACATCCCACTGACCGGATAGTAATGTATCCTTTCCTTCGGGACAGTGGTGACAGGTGGTGCATGGTT
0OTU_50 Proteobacteria;Gammaproteobacteria;O irillales;Alteromor ;unclassified;unclassified AGGTCTTGACATCCTGAGAATCCTTAAGAGATTAGGGAGTGCCTTCGGGAACTCAGAGACAGGTGGTGCATGGTT
0TU_51 Bacteroidetes;Bac idi idal oid ides;dorei CGGGCTTAAATTGCACTCGAATGATCCGGAAACGGTTCAGCTAGCAATAGCGAGTGTGAAGGTGCTGCATGGTT
0TU_52 unclassified;unclassified;unclassified;uncl. classified;unclassified AGGGCTTGACATCTAACAAACACTTGTGAAAGCGAGTGGTGCTCTTCGGAGAATGTTAAGACAGGTGGTGCACGGTT
0OTU_53 Bacteroidetes;Bacteroidia;Bacteroidales;Porphyromonadaceae;Parabacteroides;distasonis CGGGTTTGAACGCATTCGGACCGAGGTGGAAACACCTTTTCTAGCAATAGCCGTTTGCGAGGTGCTGCATGGTT
0TU_54 Firmicutes;Clostridia;Clostridiales;Clostridiaceael;Clostridium;unclassified TAGACTTGACATCTCCTGCATTACCTTAATCGGGAAAGTTCCTTCGGGGACAGGAAGACAGGTGGTGCATGGTT
0OTU_55 Actinobacteria;Actinobacteria;Coriobacteriales;Coriobacteriaceae;Collinsella;aerofaciens AGGGCTTGACATATGGGTGAAGCGG! AGACCCCGTGGCC A CCATACAGGTGGTGCATGGCT
0OTU_56 Bacteroidetes;| Bacteroldla Bacteruldales unclasslfled unclassified;unclassified CGGGCTCGAACGGCAGATGAATCAGTCAGAGATGGTTGAGTCTTCGGACATCTGTCGAGGTGCTGCATGGTT
0TU_57 Bacteroidet oides;uniformi: CGGGCTTGAATTGCAACTGAATGATGTGGAGACATGTCAGCCGCAAGGCAGTTGTGAAGGTGCTGCATGGTT
0oTU_58 Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;prausnitzii AAGTCTTGACATCCCTTGACAGACATAGAAATATGTATTCTCTTCGGAGCAAGGAGACAGGTGGTGCATGGTT
0TU_59 Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified TGATCTTGACATCCCTATGAATACAGGGTAATGCCTGTAGTACTTCGGTACATAGGAGACAGGTGGTGCATGGTT
OTU_60 Firmicutes;Clostridia; Clostndlales Clostridiaceael;Sarcina;ventriculi TAGACTTGACATGTCCTGAATTACCAGTAATGTGGGAAATTCCTTCGGGAACAGGAACACAGGTGGTGCATGGTT
0TU_61 Bacteroidet oidales;Prevotell re CGGGCTTGAATTGCAGAAGACGGATCCAGAGATGGTGACTCCCTTCGGGGCTTCTGTGAAGGTGCTGCATGGTT
0TU_62 Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;eligens AAGTCTTGACATCCTCTTGACCGGTCAGTAATGTGACCTTTCCTTCGGGACAAGAGAGACAGGTGGTGCATGGTT
0TU_63 Bacteroidetes;Bacteroidia;Bacteroidales;Prevotellaceae;Prevotella;unclassified CGGGCTTGAATTGCAGAGGAAGGATTTGGAGACAATGACGCCTTCGGGTCGTCTGTGAAGGTGCTGCATGGTT
0TU_64 unclassified;unclassified;unclassified;unc ifi classified;unclassified AAGTCTTGACATCCTGTGACAGACGTAGAAATACGTTCTTCCTTCGGGACACAGAGACAGGTGGTGCATGGTT
0TU_65 Firmicutes;Negativi Veil Veillonella;unclassified AGGTCTTGACATTGATGGACAGAACCAGAGATGGTTCCTCTTCTTCGGAAGCCAGAAAACAGGTGGTGCACGGTT
0OTU_66 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;eutactus AAGTCTTGACATCCTGATGACGGTTCCTTAACCGGAACTTCTCTTCGGAGCATCAGAGACAGGTGGTGCATGGTT
0TU_67 Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;; ellgens AAGTCTTGACATCCCACTGACCGGACAGTAATGTGTCCTTTCCTTCGGGACAGTGGAGACAGGTGGTGCATGGTT
0TU_68 Proteobacteria;. Alphaproteobacterla unclassified;unclassified;; AACACTTGACATCCTTATCGGGGAGCACAGAGATGAGCTCTTTCAGTTAGGCTGGATAAGTGACAGATGCTGCATGGCT
0TU_70 unclassified;unclassified;uncl ied;uncl classified;unclassified CAGGCTCGAACGGCACCTGAATCCATCAGAGATGGTGGAGTCTTCGGACAGGTGTCGAGGTGCTGCATGGTT
0Tu_71 Firmicutes;Bacilli;Lactobacillales;Leuconostocaceae;Oenococcus;unclassified AGGTCTTGACATCCTGCTGACCGGTCCTTAACCGGACCTTTTCTTCGGAACAGCAGTGACAGGTGGTGCATGGTT
0TU_73 Firmicutes;Bacilli;Lactobacillales;Streptococcaceae;Streptococcus;thermophilus AGTCTGTACATCCCGATGCTATTTCTAGAGATAGAAAGTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTT
0OTU_75 Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;unclassified AAGTCTTGACATCCTTCTGACCGTTCCTTAGCCGGAACTTCTCTTCGGAGCAGAAGTGACAGGTGGTGCATGGTT
0TU_76 Bacteroidetes;Bacf idia;Bacteroidales;Prevotellaceae;Prevotella;ruminicola CGGGCTTGAACTGCAGGAGAACGATTCAGAGATGATGAGGTCCTTCGGGACTCCTGTGGAGGTGCTGCATGGTT
oTu_77 unclassified;unclassified;unclassified;unclassified;unclassified;unclassified AGGGCTTGACATCTGACGAACATTCTTGAAAGAGAGTGGTGCTCTTCGGAGAGCGTCAAGACAGGTGGTGCACGGTT
0TU_78 Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;unclassified AGGCCTTGACATCCTGCTGACCGTTCCTTAACCGGAACTTCTCTTCGGAGCAGCAGAGACAGGTGGTGCATGGTT
0TU_79 Proteobacteria;Betaproteobacteria;Burkholderiales;Sutterellaceae;Sutterella;stercoricanis TAGCCTTGACATGCCAGGAATCCTGAAGAGATTCGGGAGTGCCCGCAAGGGAATCTGGACACAGGTGCTGCATGGCT
0TU_80 unclassified;unclassified;unclassified;uncl. classified;unclassified CAGGCTCGAACGGCACCTGAATCACCCAGAGATGAGTGAGTCTTCGGACAGGTGTCGAGGTGCTGCATGGTT
0oTu_81 Bacteroi teroidia;Bacteroil lassifi classified; uncIaSS|f|ed CGGGCTCAAACGTCGGGCGAATCATCCTGAAAGGGGTGAGCCAGCAATGGCGGCCGACGAGGTGCTGCATGGTT
0oTU_82 Bacteroidet idi i ifi 1classified; CGGGCTTGAACTGCCAGCGACGGATGCAGAGACGCATCTTTCTTCGGACGCTGGCGGAGGTGCTGCATGGTT
0oTuU_83 Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified AAATCTTGACATCCCGATGACCGTTCCGTAATGGGAACTTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTT
0TU_84 Firmicutes;Bacilli;Lactobacillal \classified;unclassified;unclassified AGGTCTTGACATACTCGTGCTATCCTTAGAGATAAGGAGTTCCTTCGGGACACGGGATACAGGTGGTGCATGGTT
0TU_85 Firmic lassified;unclassified;unclassified TGGTCTTGACATCCCGATGCATAACGGGTAATGCCGTTAGTACTTCGGTACATTGGAGACAGGTGGTGCATGGTT
oTu_87 Proteobacteria;Betaproteobacteria;Burkholderiales;Sutterellaceae;Sutterella;unclassified CAGCCTTGACATGTCAGGAATGCCTCGGAGATGAGGCAGTGCCCGCAAGGGAACCTGAGCACAGGTGCTGCATGGCT
0TU_89 Firmicutes; Clostrldla Clostridiales;Lachnospiraceae;unclassified;unclassified TGGTCTTGACATCCTGATGAATAACTGGTAATGCAGTTAGTACTTCGGTACATCAGAGACAGGTGGTGCATGGTT
0TU_% Bacteroi 3 ified;unclassified;unclassified;unclassified; -r\classmed CGGGCTCAAACGACAGCGGACAGCGCCTGAAAGGGCGTCTCCGGCAACGGCCGCTGTCGAGGTGCTGCATGGTT
0TU_92 Bacteroidet i oidales;Prevotell re CGGGCTTGAATTGCAGGAGAACGATACAGAGATGTTGAGGTCCTTCGGGACTCCTGTGAAGGTGCTGCATGGTT
0TU_9%4 Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Lactobacillus;ruminis AGGTCTTGACATCTTCTGACAATTCCAGAGATGGAACGTTCTTCGGGGACAGAATGACAGGTGGTGCATGGTT
0TU_97 Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;unclassified;unclassified AGGTCTTGACATCCGATGCATAACACAGAGATGTGTGAAATCCTTCGGGACATCGAGACAGGTGGTGCATGGTT
0TU_98 Firmicutes;Clostridia; ClosmdlaIes,Lachnosplraceae unclassified;! unclasswfled TGGTCTTGACATCCTTCTGACCGGTCCTTAACCGGACCTTTCCTTCGGGACAGGAGTGACAGGTGGTGCATGGTT
0OTU_100 ified;unclassified;ur ied;unclassi 1classified; CGGGCTCGAACGGCAGGGGAATGGACCAGAGATGGTCCAGTCTTCGGACTCCTGTCGAGGTGCTGCATGGTT
OTU_102  Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;unclassified AGGTCTTGACATCGTATGCATAGCTCAGAGATGAGTGAAATCTCTTCGGAGACATATAGACAGGTGGTGCATGGTT
0TU_103 Firmicutes;Clostridia;Clostridiales; Lachnosplraceae Coprococcus;t eutactus AAGTCTTGACATCCTGATGACCGTTCCTTAACCGGAACTTTTCTTCGGAACATCAGAGACAGGTGGTGCATGGTT
OTU_104  unclassified;unclassified;unclassified; i 1classified; CGGGCTCGAACGGCACCTGGATCACCCAGAGATGGGCGAGTCTTCGGACAGGTGTCGAGGTGCTGCATGGTT

0TU_105

Firmicutes;Bacilli;Bacillal illaceae;uncl j;unclassified

AGGTCTTGACATCGAGTGACAATCCTAGAGATAGGATCTCCCTTCGGGGCACAAAGACAGGTGGTGCATGGTT
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Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;unclassified;unclassified
Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;unclassified
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unclassified;unclassified;unclassified; ifi 1classified;L

Bacteroidetes;Bac idia;Bacteroidales;Prevotellac ;Prey Ila; lassified
unclassified;unclassified;unclassified;unclassifi \classified;unclassified
Proteobacteria;Gammaproteobacteria;unclassified;uncla: ified;unclassified

ified;uncl
Firmicutes;Clostridia;Clostridiales;unclassified;uncl ;i ifi
idia;Bacteroidales;Pre ;Prevotella;unclassified
Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
Proteobacteria;Gammaproteobacteria;Pasteurellales;Pasteurellaceae;unclassified;unclassified
Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;unclassified
Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified

Proteobacteria;Alphaproteobacteria;Rhi lassifi

Bacteroidetes;Bact tellac

d;uncl

TGGTCTTGACATCCCGATGACAGATCTGTAATGAGATCCTTACTTCGGTACATTGGAGACAGGTGGTGCATGGTT
AGGACTTGACATCCAACTAACGAAGTAGAGATACATTAGGTGCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTT
AAGACTTGACATCTAGAGAACCTTTATGAAAGTAGAGGGTGCTCTTCGGAGAACTCTAAGACAGGTGGTGCACGGTT
TATCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCT
CGGGCTTGAACTGCCAGTGACGTATGCAGAGACGCATATTTCTTCGGACACTGGTGGAGGTGCTGCATGGTT
GGGTCTTGACATCTACAGAATCCTTTAGAGATAAGGGAGTGCTTCGGGGAACTGTAAGACAGGTGGTGCATGGTT
AGGGCTTGACATCCTACTAACGAAGTAGAGATACATCAGGTGTCGGGAAGTAGAGACAGGTGGTGCATGGTT
AAGTCTTGACATCCCGATGACAGAACATGTAATGTGTTTTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTT
AGGTCTTGACATCCACTTAAACTTACAGAGATGTAAGGTGTGCTTGCACAAAGTGAGACAGGTGGTGCATGGTT
AGGTCTTGACATCCTCTTGACCGATGCTTAATCGTATCTTCTCTTCGGAGCAAGAGAGACAGGTGGTGCATGGTT
CGGGCTTAAATTGCAACTGACGGATTTGGAAACAGATCTTCCTTCGGGCAGTTGTGAAGGTGCTGCATGGTT
AAGTCTTGACATCCCGGTGACCGGTCAGTAACGTGACCTTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTT
CGGGCTTGAATTGCAGAGGAAGGATTTGGAGACAATGACGCTTCGGGGGTCTCTGTGAAGGTGCTGCATGGTT
AGGTCTTGACATCGAGTGACGAATCTAGAGATAGATTTTTCCTTCGGGACACAAAGACAGGTGGTGCATGGTT
CGGGCTTGAATTGCAGATGACGGATCCAGAGATGGTGACTTCCTTCGGGACATCTGTGAAGGTGCTGCATGGTT
TGGGCTTGACATGTTCCCGACCGCTCCAGAGATGGGGCTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTC
CGGGCTTGAATTGCAGGAGAACGATCCAGAGATGGTGAGGCCTTCGGGGCTCCTGTGAAGGTGCTGCATGGTT
AGGTCTTGACATCGAGTGACCGCCTAAGAGATTAGGCTTTCCCTTCGGGGACACAAAGACAGGTGGTGCATGGTT
AAGACTTGACATCGTATGACCGCTATGGAAACATAGCTTCTCTTCGGAGCATGCAGACAGGTGGTGCATGGTT
TAGCTTGATATCCAACAAATCCATTAGAGATAGTGGAGTGCTAGCTTGCTAGAATGTTGAGACAGGTGCTGCACGGCT
AGGTCTTGACATCTTTTGATCACCTGAGAGATCAGGTTTCCCCTTCGGGGGCAAAATGACAGGTGGTGCATGGTT
CGGGCTTGAACTGCAGGCGAACGATTCAGAGATGATGAGGCCTTCGGGGGCGCCTGTGGAGGTGCTGCATGGTT
CGGGCTTGAATTGCAGAGGAAAGATCCAGAGATGGTGATGCCTTCGGGGCCTCTGTGAAGGTGCTGCATGGTT
CGGGCTTAAATTGCAGCGGAATGTAGTGGAAACATTACAGCCTTCGGGCCGCTGTGAAGGTGCTGCATGGTT
TAGCCTTGACATGCCAGGAATCCTTGA ATCA TGCCCGCAAGGGAATCTGGACACAGGTGCTGCATGGCT
CAGGCTCGAACGGCATCTGAATCGTCCAGAGATGGGCGAGTCTTCGGACAGATGTCGAGGTGCTGCATGGTT
AAGGCTTGACATTGATTGACCGCTCCAGAGATGGAGCTTTCCTTCGGGGACATGAAAACAGGTGGTGCATGGCT
AGGCCTTGACATCCCTATGACCGCTCTAGAGATAGAGTTTCCTCTTCGGAGGTATAGGTGACAGGTGGTGCATGGTT
AAGTCTTGACATCCTGCTGACCGTTCCTTAACCGGAATTTTCCTTCGGGACAGCAGAGACAGGTGGTGCATGGTT
TAGCCTTGACATGCCAGGAAGGTCTGAGAGATCAGACCGTGCCCGCAAGGGAATCTGGACACAGGTGCTGCATGGCT
AGGTCTTGACATCGAGTGACGTTCCTAGAGATAGGAATTCCCTTCGGGGCACGAAGACAGGTGGTGCATGGTT
AAGTCTTGACATCCCACTGACCGGTCAGTAATGTGACCTTTCCTTCGGGACAGTGGTGACAGGTGGTGCATGGTT
AAGTCTTGACATCCTTCTGACCGATACTTAATCGTATCTTCTCTTCGGAGCAGGAGTGACAGGTGGTGCATGGTT
AAGTCTTGACATCCTTCTGACCTAGTATGTAATGTACTATCTCTTCGGAGCAGGAGTGACAGGTGGTGCATGGTT
AAATCTTGACATCCCGGTGACAAACTGTGTAAAGCAGTCTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTT
CGGGCTCAAATGCACGACGACGATACGTGAAAGCGTGTTTTCCTACGGGACGTTGTGCGAGGTGCTGCATGGTT
CGGATTTGACATATATTGGAATGGCGTGGAAACACGTCAGCTCGCAAGAGTCGATATACAGGTGCTGCATGGCT
TGGTCTTGACATCCCGATGAATACAGGGTAATGCCTGTAGTACTTCGGTACATTGGAGACAGGTGGTGCATGGTT
TGGTCTTGACATCCCAATGACGCTTCTTTAATCGGAGGTTTCCTTCGGGACATTGGAGACAGGTGGTGCATGGTT
TGGGTTTGACATGCACGGTGATACCGGGGAGATCCGGGGGTCCAGCAATGGAACCGTGCACAGGTGCTGCATGGCT
TGGGCTTGACATGTTCCCGACAGCCGTAGAGATACGGTCTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTC
AAATCTTGACATCCCTCTGACAGAGTATGTAATGTACTTTTCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTT
AAGTCTTGACATCCTGCGACAGACGTAGAAATACGTTTTTCCTTCGGGACGCAGAGACAGGTGGTGCATGGTT
AGGGCTTGACATTGAGTGAAAGGGCTAGAGATAGTCCCCTCTCTTCGGAGACACGAAAACAGGTGGTGCATGGCT
AAGGCTTGACATTGAATGACCGTCTCAGAGATGAGGCTTTCCCTTCGGGGACATGAAAACAGGTGGTGCATGGCT
TGGGCTTGACATGTTCCCGACCGCGGCAGAGATGTCGTTTCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTC
TGGGCTTGATATCCTAAGAACCTCTTAGAGATAAGAGGGTGCTAGCTTGCTAGAACTTAGAGACAGGTGCTGCACGGCT
AAGTCTTGACATCCCTTTGAAAAGCCCGTAACGGGGCTCCCTCTTCGGAGCAAAGGTGACAGGTGGTGCATGGTT
AGGTCTTGACATCCGATGCATAGCTTAGAGATAAGTGAAGTCCTTCGGGACATCGAGACAGGTGGTGCATGGTT
AGGGCTTGACATTGATTGAAACTCCTAGAGATAGGAGCCTCTCTTCGGAGACAAGAAAACAGGTGGTGCATGGCT
TGCTCTTGACATCCCGGTGACCGCTCCGTAATGGGAGCTTTTCTTCGGAACACCGGAGACAGGTGGTGCATGGTT
AAGACTTGACATCCCCGGCAAAGCTATAGAAATATAGTGGAGGTTATCCGGGTGACAGGTGGTGCATGGTT
AGGGCTTGACATTGATTGAAACCTCTAGAGATAGAGGCCTCTCTTCGGAGACAAGAAAACAGGTGGTGCATGGCT
AAATCTTGACATCCCTCTGACCGGCTCTTAATCGAGTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTT
AGGTCTTGACATCCCACTGACCGGTTCGTAATGGAACCTTTCCTTCGGGACAGTGGTGACAGGTGGTGCATGGTT
TGATCTTGACATCGTAAGAACCTCACTGAAGAGTGAGGGTGCCTTCGGGAACTTACAGACAGGTGCTGCATGCT
TGGCCTTGACATCCCATTGAATATCCGGTAAAGCGGATAGGCCTCGGGACAATGGAGACAGGTGGTGCATGGTT
AGGGCTTGACATATACATGAAAGTCTAAGAGATTAGACCCCTCTTCGGAGCGTGTATACAGGTGGTGCATGGTT
CGGGCTTAAATTGCAAATGAATTATGGGGAAACCCATAGGCCGTAAGGCATTTGTGAAGGTGCTGCATGGTT
AAGTCTTGACATCCCGATGACAGAGTATGTAATGTACTTTCTTCGGGCATCGGTGACAGGTGGTGCATGGTT
AGGCCTTGACATCCCTTGCGAAATCCTGGAGACAGGAGGGAGGCTATCAAGGAGACAGGTGGTGCATGGTT
AGGTCTTGACATCGAGTGACGTACTTAGAGATAAGTATTTCCTTCGGGACACAAAGACAGGTGGTGCATGGTT
CGGGCTTGAATTGCAGCGGAAGGATACAGAGATGTTGACGCCTTCGGGGCCGCTGTGAAGGTGCTGCATGGTT
AGGGCTTGACATCTAACTAATAACTATGAAAGTAGTTAGTGCTCTTCGGAGAAAGTTAAGACAGGTGGTGCACGGTT
CGGCTTGAACTGCCGGCGAACGATTCAGAGATGATGAGCCCTTCGGGGCGCCGGTGGAGGTGCTGCATGGTT
TGGCTTGACATGTTCCCGACAGCCGTAGAGATATGGCCTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTC
AACTCTTGACATCCTCATCGGGGAGGACAGAGATGTCTTCTTTCAGTTAGGCTGGATGAGTGACAGATGCTGCATGGCT
AGGTCTTGACATTGATCGCTATCTGCAGAAATGCGGAGTTCTCCTTCGGGAGACGAGAAAACAGGTGGTGCACGGCT
AGGATTTGACATCCAACTAACGAAGCAGAGATGCATTAGGTGCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTT
AGGTCTTGACATCCACGGAATCCTGTAGAGATACGGGAGTGCTTCGGGGAATCGTGAGACAGGTGGTGCATGGTT
CGGGCTCAAACGCACTATGGCGACACGAGAAATCGTGTTTTCCTTAGGGACGTAGTGCGAGGTGCTGCATGGTT
AAGACTTGACATTGATTGCAAGCCATAGAGATATGGCCCTCCTTCGGGGACATGAAAACAGATGGTGCATGGTT
AGGGTTTGACATGCCGGCAAAGGCCCCGGAGACGGGGAGATAGCTATGCCGGACAAAGGTGGTGCATGGCT
TGAACTTGACATAGTAGGAATCTTTAAGAGATTAGAGAGTGCCGCAAGGAGCCTGCATACAGGTGCTGCATGCT
AGGTCTTGACATCAAGTGACCGGCTTAGAGATAAGCCTTCTCTTCGGAGACACGAAGACAGGTGGTGCATGGTT
CGGCTTGAACTGCCGGCGAACGATTCAGAGATGATGAGGCCCTTCGGGCGTCGGTGGAGGTGCTGCATGGTT
AGGTCTTGACATCAAGTGACAGTCTAAGAGATTAGACCTTCTTCGGGGACACAAAGACAGGTGGTGCATGGTT
AGGTCTTGACATCCACGGAATCCGATAGAGATATTGGAGTGCTTCGGGGAATCGTGAGACAGGTGGTGCATGGTT
AAGCCTTGACATCCCATTGACAGAGTATGTAATGTACTTTTCCTTCGGGACAATGGTGACAGGTGGTGCATGGTT
AGGTCTTGACATCCGATGCATAGCTAAGAGATTAGTGAAGTCCTTTTTGGACATCGAGACAGGTGGTGCATGGTT
GACCTTGACATCCCGCACGCGACTTCCAGAGATGGTTGTCTTCTATTCGGTAGGTGCGGAGACAGATGCTGCATGGCT




