Table S2 PCR primers used in this study

A. snxA gene deletion2:

snxA 5-For 5" TCTTTC TCT ACA TAT ATA CTC TGC AAG CACTCA 3’

snxA 5-Rev 5’ CTC TCT CGC CAT TGT ATT TGT GGT ATA CTC GTA GTC GCC GTA
AGG CATTA 3

snxA 3F 5" GGTTCATTCTTG TTA GGG TGT TCT GTG CAA TGT CTA CAATAT

GCTACTCTGGCTTTGG 3’

snxA 3R 5" TCG TTG ATA AGA TAA ATG TGG GAA GGT 3’
snxA Ne5F 5 CGT ACT CGCTTT ACAATAGCAGCATT 3
snxA Ne3R 5" GGC TAT CCC AGA CCA GAG CAACG 3

1 A. fumigatus pyroA marker tails underlined
2 snxA 5-For and snxA 3R were used in trans-locus PCR for molecular diagnosis

B. snxA C-terminal GPF/mRFP tagging3*:

snxA-GSP1 5 TGG CTT CGG AGG CTATGG C 3’

snxA-GSP2 5’ CAT GAT CTG ATC CTG GGT AAGTCC 3’

snxA-GFP1 5’ GGA CTT ACC CAG GAT CAG ATC ATG GGA GCT GGT GCA GGC
GCT GGA GCC 3’

snxA-GFP2 5’ GCT AAG CAG GGA AAC ACG CTA GTA CTG TCT GAG AGG AGG
CACTGATGC 3

snxA-GSP4 5’ TCT TGA AACTGA CCG CCT CTCAT 3

snxA NE-1 5" GTCTCA AAC GTAAGTCTTTCCATCC 3’

snxA NE-2 5" CGCTCCTCG CACGAATCG 3

3 GFP/mREP linkers underlined
4 snxA GSP1 and snxA GSP4 were used in trans-locus PCR for molecular diagnosis
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C. alcA::snxA overexpression construct:

alcA::snxA 5-FOR> 5’ CTCA ACT AGT GTC TTA ATG CCT TAC GGC GAC TAC GAG 3’
alcA::snxA 3-REV® 5’ CCTC GGA TCC AAT GAG CAT AGT GAG ATG GAT AAA TAA CAA

CAAC3

5 Spel site underlined; start codon in bold; snxA genomic DNA sequence italicized.
6 BamH| site underlined; snxA genomic DNA sequence italicized.

D. Construction of (GA)sGFGGA-myc9 epitope tag

myc-tandem FOR 5" GGT GCT GAA CAG AAA CTT ATT TCT GAA GAA GAT CTT
GGT GCT GAA CAG 3’

myc-tandem REV 5" AGC ACC AAG ATCTTC TTC AGA AAT AAG TTT CTG TTC
AGC ACC AAG ATC 3

BspD1-linker-myc9 FOR’ 5’ CCTT ATC GAT GGA GCT GGA GCA GGT GCG GGA TTC
GAT GGA GCT GAA CAG AAACTTATT TC

myc9-Stop-HindIll REV® 5 TTCC AAG CTT TCA CTT GAT AGC ACC AAG GTCTTC
TTCAGA 3’

7 BspDI site underlined; (GA)sGFDGA linker in italics; underlined and bolded A indicates a nucleotide change in order to improve
specificity of amplification.

8 HindIll site underlined; STOP codon in bold italics; underlined and bolded G indicates a nucleotide change in order to improve
specificity of amplification.

E. qRT-PCR:

actF: 5 TTC GGG TAT GTG CAAGGC 3’

actR: 5 TCG TGA CAA CACCGT GCT 3’

snxA-q1°: 5 AGA GACTTC AAT CGCCAAGTT CACG 3
snxA-q2: 5 GCTCTCGTG GCACTGGTG TG 3
snxA-g3: 5 CGG TAG GTT GGG CATCATCC 3

9 jtalics, exon 10; underlined, exon 11.
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