A ctPan3 B ctPan3 C ctPan3
ncPan3 ctPan3 with Pan2

316 343 353 375
ctpPan2 316 HFIDMAIPIELPEPE—EP———APVLDWSIETPL SIGLPYYR--EPLF WPADIISDVGAPPLQLEPSFVAI:—— 382
ncPan2 314 QFTEIGIPPRLPDPP-QPSLLPPDPDMLEELPLSRIGLPYYR--EQLFSALPPDIISDVGAPPQQIDPNILST--- 383

dmPan2 308 QFNLYSRSTEFAD---VVPQLPMVSITDTNFPLSSVMLPHLTTGTQWFSDWPEELLRYRYHRPKTIDPEVLSN--- 377
hsPan2 364 SENPYSRETEFALPC-LVDSLPPLDWSQDLLPLS--LIPVPLTTDTLL WPAANSAPAPRRAPPVDAEILRt—— 433

scPan2 333 MEENTPEMLAYPDYFNDITSDGPISVDDETYPLSSVGMPYYL--DKLLSAWPPVVFKSEGTIPQLTGKSPLPSSGK 406
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ctPan2 383 LKQAEWGLYGKNTRNVRRNQVEDTRNTNKQSNALQAPKFLSERARESALSSGGDSSSDPQVDQEPEDPNEIESLKP 458
ncPan2 384 LTKTDWGYIGPNKTGLQRNQYMDTRSTMKTSNTIRAPKFLSEKARESQTGSEDNTLATNETAMMTPN-NDHWSLRP 458

dmPan2 378 MKMQGPIGYSPNPRTARRN-----=----—--—-- QIPYVIEQGG---VCSPNGNGTAAA---—-—---- TKAENGVK 426
hspPan2 434 MKKVGFIGYAPNPRTRLRN------—--—-——-- QIPYRLKESDSEFDSFSQVTESPVG--------- REEEPHLH 485
scPan2 407 LKSNLAVISSQNEKLSTQEFPLLRYDRTKYGMRNAIPDYVCLRDIRKQITSGLETSDIQ--------- TYTSINKY 473
# * #%  #
]
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Supplementary Figure S6: Structural and sequence comparison of Pan3 proteins from different
species.

A-C Structures of Pan3 were overlaid and are displayed in ribbon representation for (A) Chaetomium
thermophilum (ct, cyan; this study) and Drosophila melanogaster (dm, gold; Christie et al, 2013) Pan3; (B)
ct (cyan) and Neurospora crassa (nc, pink; Christie et al, 2013) Pan3; and (C) isolated ctPan3 (grey) and
ctPan3 bound to ctPan2 (cyan, cfPan2 not shown; both this study).

D Sequence alignments of Pan2 PID (Pan3-interacting domain). Highly conserved residues are indicated
with asterisks, conserved hydrophobic residues F357 and W360 are marked with red squares, and other
conserved residues are marked with hashes. Residues observed in the crystal structure are indicated by a
red line and secondary structure elements are shown as arrows and spiral (3-strands and a-helices).
Residue numbers used for truncation constructs in Supplementary Fig 7D-E are shown and for deletions in
Fig. 7 are indicated by black bars under the alignment. ct, Chaetomium thermophilum; nc, Neurospora
crassa; dm, Drosophila melanogaster; hs, Homo sapiens; sc, Saccharomyces cerevisiae.



