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Supplemental Fig. 1 Pairwise nucleotide identity matrices for the equine heavy and lambda light chain variable regions. Pairwise comparisons of
nucleotide identity were made for the heavy chain (left) and lambda light chain (right) sequences from fetal liver (top), fetal bone marrow (middle), and
adult horse bone marrow (bottom). The levels of identity are depicted with shading: dark gray 90-100%, medium gray 80-89%, light gray 70-79%, and
white <70%. The median nucleotide identities noted. The median nucleotide identities were compared between all tissues: fetal liver and fetal bone
marrow, fetal liver and adult horse bone marrow, fetal bone marrow and adult horse bone marrow, all fetal and adult horse bone marrow, and the three-
way comparison between fetal liver, fetal bone marrow, and adult horse bone marrow. Significant differences (p-values <0.0001) of median nucleotide
identity between tissues were observed for the heavy chain variable region for all comparisons. No significant differences (p-values >0.16) were found
between median nucleotide identities for the lambda light chain variable region between tissues for all comparisons.



