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Figure S2 STRUCTURE outputs for joint analysis of the 13 nine-spined stickleback populations. (A) The maximum value of

AK indicates the most likely number of genetic clusters (K) was nine. (B) Individual membership bar plot of the optimal nine

genetic clusters. (C) Individual membership bar plot of the maximum tested 20 genetic clusters. The genotype of each

individual is represented by a thin vertical bar representing the membership proportions in each of the genetic clusters.

Each colour stands for a genetic cluster. No substructure was found within any of the populations at both K =9 and K = 20.

The population abbreviations are defined in Table 1.
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