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Complete plastome sequences from Glycine syndetika, and six additional perennial wild relatives of soybean.
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Table S1 BAC library Information. All libraries were constructed from Hindlll digests of genomic DNA. Libraries available at Arizona Genomics Institute. Genbank sequence
identifiers from direct submission

Glycine species CSIRO Accession Ligglry coverage Average insert size Chloroplast G('enBank
Numbers Name Kb Clones Used Accession Number

G. syndetika G1300 GS_Ba 12x 168 SOG52-H04 KC893638.1
G. dolichocarpa G1134 GD_Tba 11x 151 SOE258-B02 KC893636.1
G. canescens G1232 GC_bC 14x 146 S0J90-A19 KC893635.1
G. tomentella D3 G1403 GT_Dba 12x 147 SOF103-N20 KC893633.1
G. falcata G1718 GF_BA 12x 146 SOI54-F07 KC893637.1
G. stenophita G1974 GS_ABa 12x 149 SOK108-010 KC893634.1
G. cyrtoloba G1267 GC_Bb 12x 147 SOH198-B08 KC893632.1
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Figure S1 Glycine plastome tree with Phaseolus vulgaris as the outgroup.
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