Table S5 Differentially expressed genes as identified by edgeR after binning scaffolds based on length (bins were defined as 200-1000 bp, 1001-2000 bp, 2001-3000 bp, and

>3000 bp). Note resistant/susceptible log2 fold changes.

rank hin {bp) Scaffold ID [topblast logFC logCPiA Pvalue padj
1 1,0071-2,000 MAODML | protein -4 065614305 4. 4171571331 1.ROF-13 1.33F-0%
2 1,0071-2,000 MAE3945  icianin hydrolase-liks -2 051166515 LARIRIIOG ROAF-10 3.72FG
3 1,0071-2,000 M1 731 ||-)-gemnacrene d synthase 477509535 J.RASOSAANE T.52FA05 FOTF05
4 A00-1 000 MEEETT  |eeramidase family pratein -7.490598504 3.M05A5%73 LLO0F-05% 4.79F-05
E 1,0071-2,000 91 | protein -3 0384 A.58307RI10T 4.15F-08 R.ROF-05
5 1,0071-2,000 M55 ||-l-gemnacrene d synthase LB 37551 A0 2 IERATAR14AR 9. 2AF08 Q000153718
7 1,0071-2,000 MAOQITL |atp hinding - AI0THELS 4.0 73904 1.23F-06 QA FOI05E
A 1,0071-2,000 MA2A3T | protein HATERANARS L4406 6S 3.RSF-0G QA033E3035
q 1,001 -2,000 M1 27 | hrassinosternid inse nsitive 1-associated recaptar kinase 1 -4 O70306RTS 4. 14848241 4. 93F 06 OLAI051 47525
in A00-1 000 M35 |eyEnchrome pdG0 22a3-liks 3. 05561347 A RI2FTANIT 2 RAF-06 Q0717398
11 1,0071-2,000 HAQAZTT | protein -3.BR1GE4RG2 AN 2EEI5RT 3.24F405 Q029757255
12 1,001-2,000 3?2 (5 small nuclear rikonucleapratein helicase EA8955 1419 1.AS8EERAXT AR1FL5 012985129
13 1,0071-2,000 MAOORST  |atp hinding 1930152 #ed RAZA04522 4.09F-05 CL030TSRA 6D
14 1,0071-2,000 MAFI52 | pectin methylesterase =324 e 4. 1141 R365 4.A1F-05 Q031 R0705
15 A00-1 000 MEALSE | protein 3.437T0R295 2 OSRI2A123 1.75F-05 Q0368053279
16 A00-1 000 MESRSE | protein kinase 4123441785 496532482 1.78F-05 Q038053279
17 1,0071-2,000 AONES  |indalearetic acid-indured-like protein -2.0F 793775 A A%06 19041 LARTF5 0.0361 14335
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