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Supplemental Figure S1. 14-3-3σ up-regulation in Adriamycin-selected MCF7/AdVp3000 

cells is not due to gene demethylation. (A). Western blot analysis of 14-3-3σ expression in 

MCF7, MCF7/Advp3000 (AdVp), and MCF7/AdVp/Rev (Rev) cells. Actin was used as a 

loading control. (B). MSP analysis of 14-3-3σ gene in MCF7, MCF7/Advp3000 (AdVp), and 

MCF7/AdVp/Rev (Rev) cells with MiaPaC-2 cells as a control. U, primers for unmethylated; M, 

primers for methylated. Contl., control MSP without genomic DNA input. 
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Supplemental Figure S2. Effect of gemcitabine treatment on Uhrf1 and DNMT1 expression. 

MiaPaCa-2 cells were treated with increasing concentrations of gemcitabine followed by 

Western blot analysis of Uhrf1, DNMT1, and actin loading control. 

 


