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TCGGTCCCCAAAGCAAAGGTCA] 550
CATTCACGGCATCCCAGTCAG
TTCTGTCCCAAAGCAAAAGGTCAT
] 55C ScbLgU2>
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SmiLgU1 CCGCGGCGAAGCAGTTGTCT ] 60
SmiLgLl  CACGCGGAAGTTACCTCACCATCA 60C S Complete cds
SmiLgl2  TTGTCCCCGGAAGGCACCAC e —
SmiL.gU2 CAAGGTGAACCCGCTGGAC 50C (midstream sequencing)
SmiLglL3 TGGCAAAGTTGTAGGACGCATCTC 50C (midstream sequencing) <Smil.gl4
SmiL.gU3 GCGCTGACGTTYGAAGGCATTTTTG] 60C
SmilLgl4 CACGCGGAARTTACCTCACCA CDNA clones 12 kb
{7 Genomic Tandem Array 1.2 kb —\
SmiSmU1> SmiSmU1>
SmiSmuU2> Exon1  Intron  Exon2 SmiSmuU2> Exonl fixon 2
— | _ 1 [ — f——
<SmiSmL2 <SmiSmL1 <SmiSmL2 <SmiSmL1
L Genomic Cassette clones 876 bp ——
SmiSmU1 GGCAAGCTCCCCACGCAGAAT ] 60C
SmiSmL2 ATAAACGTCGGAGGTCCAGTCAAT ] 60C SmiSmU2> Complete cds
SmiSmU2 GAGCGTGGTCGTATATGGAAGTGG ] 60C S
SmiSmL1 GCACGCGCTCAGCACATCTTTAG e
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SpiSmU1 AGCTTACAAGGCACTCATGG ] 65-55C Touch Down Genomic cassette clones 721 bp
SpiSmL1 AAGGTTAAACTTGGCGAACG
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SpiSmL2 GCTTGCCGCACACGTTTAGAAAATG E— —
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U(-28) TCCGGCCCACTTTTAGTTTT
L(1180) TTTTCCCATTTGTTTCAGAG
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