
A

B                                                          

C

D

E

F

ScbLgU2>

   Genomic cassette clones 1.9 kb

ScbLgU2>

<ScbLgL3 <ScbLgL4

ScbLgU1>

<ScbLgL1

ScbLgU3>

ScbLgU3>

Adjacent  Exon 3                                    Intergenic spacer          Exon 1      Intron 1      Exon 2          Intron 2                                                       Exon 3                         
ScbLgU1>

    Genomic Tandem Array 2.3-2.5 kb

                       cDNA cds clones 1.3 kb

<ScbLgL2

<ScbLgL2

Complete cds

<ScbLgL2

U(448)     TCGGTCCCCAAAGCAAAGGTCA
L(423)     CATTCACGGCATCCCAGTCAG
ScbLgU1 TTCTGTCCCAAAGCAAAAGGTCAT
ScbLgL1 CCAAGGGCCGCATTCACTG
ScbLgU2 CCACCATCTTATACAACATCTTCC
ScbLgU3 AGGTTGGTGATTTTGGTCTCTTG
ScbLgL2 TAATGCCCTATACAAAAGTGC
ScbLgL3 TGGTCCCGGCACAAAAGTC
ScbLgL4 CCCTAATGCCTGGAGCTTGGAGAAAC

SmuSmU1>

<SmuSmL1

Complete cds

   Genomic cassette clones  650 bp
SmuSmU1  GAAACGCAAGTCAGAAAGTG  
SmuSmL1  TTAAAATGCCGTCCAAAAC 

SmiLgU3>
SmiLgU1>

<SmiLgL2

                      Genomic Cassette clones  1.2 kb

<SmiLgL4

Complete cds
SmiLgU1>

<SmiLgL4

Adjacent cds SmiLgU2>

<SmiLgL3

    Genomic Tandem Array ~1.5 kb

<SmiLgL1<SmiLgL1

SmiLgU2>

SmiLgU1 CCGCGGCGAAGCAGTTGTCT
SmiLgL1 CACGCGGAAGTTACCTCACCATCA
SmiLgL2 TTGTCCCCGGAAGGCACCAC  
SmiLgU2 CAAGGTGAACCCGCTGGAC
SmiLgL3 TGGCAAAGTTGTAGGACGCATCTC
SmiLgU3 GCGCTGACGTTYGAAGGCATTTTTG
SmiLgL4 CACGCGGAARTTACCTCACCA  
  
  

  

  

  

SmiLgU3>

                       cDNA clones  1.2 kb

<SmiLgL4

Complete cds

SmiSmU2>

<SmiSmL1

Complete cds

   cDNA clones 759 bp

SmiSmU2>

<SmiSmL1

Exon 1       Intron       Exon 2
SmiSmU1>

<SmiSmL2

                      Genomic Cassette clones  876 bp

SmiSmU2>

<SmiSmL1

Exon 1       Intron       Exon 2
SmiSmU1>

<SmiSmL2

    Genomic Tandem Array 1.2 kb

SmiSmU1  GGCAAGCTCCCCACGCAGAAT
SmiSmL2  ATAAACGTCGGAGGTCCAGTCAAT
SmiSmU2  GAGCGTGGTCGTATATGGAAGTGG
SmiSmL1  GCACGCGCTCAGCACATCTTTAG 
  
  

  

SpiSmU2>

<SpiSmL2

Complete cds

   Genomic cassette clones  721 bp

SpiSmU1>

<SpiSmL1

SpiSmU2>

<SpiSmL2

Complete cds
SpiSmU1>

<SpiSmL1

    Genomic Tandem Array 1.2 kb

sPCP-F1         CGCTTCAAAGACCATGGATG
sPCP-R3         TAACGCTGGGATGCTTTGAC
SpiSmU1 AGCTTACAAGGCACTCATGG
SpiSmL1 AAGGTTAAACTTGGCGAACG
SpiSmU2 GGCTTGAGGTCAGACACATCCAGGC
SpiSmL2 GCTTGCCGCACACGTTTAGAAAATG

SpiSmU2>

<SpiSmL2

Complete cds

   cDNA clones  721 bp

U(28)>

                   Genomic & cDNA cds  1.2 kb

<L(1180)

Complete cds

U(-28)    TCCGGCCCACTTTTAGTTTT
L(1180)  TTTTCCCATTTGTTTCAGAG

] 55C] 54C

] 55C

] 55C

50C (midstream sequencing)
50C (midstream sequencing)

U(448)>

<L(423)
<ScbLgL1

U(448)>

<L(423)

] 56C

] 60C ] 60C

] 60C

50C (midstream sequencing)
50C (midstream sequencing)

] 60C ] 60C ] 60C

] 65-55C Touch Down

] 62C

] 50C

<sPCP-R3                                                                                                 <sPCP-R3

sPCP-F1>                                                                                                 sPCP-F1>

] 54C


