Figure S5A: GO annotation for Biological Process by WebGestalt.

(http://bioinfo.vanderbilt.edu/webgestalt/)
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Figure S5B: Screen Shot of Oncoprint for genomic alterations in selected 62 genes in

ccRCC cases in cBioPortal for Cancer Genomics.

(http://www.cbioportal.org/public-portal/)
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Figure S5C: Overall Survival Kaplan-Meier Estimate for selected 62 genes in ccRCC cases

in cBioPortal for Cancer Genomics.
(http://www.cbioportal.org/public-portal/)
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