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ESM Figure 1: Values of the V,,; (A) and Pyse (B) parameters of a modified version of the
Weir et al. (1984) phenological model obtained for 210 genotypes after optimization using
10 different sets of experiments. Each set of experiments was obtained for each genotype by
sampling at random ngping-1 Of the spring sown experiments and n,ytumn-1 Of the autumn sown
experiments (Ngpring and Naywmn being the total number of available spring or autumn
experiments for a given genotype). For each genotype, optimizations were carried out
separately for each random set of experiments and results were combined to assess the
robustness of the Vi, and Ppyse parameters.



