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Bacteria domain

k__Eukaryota

Rank4

Actinobacteria class
Betaproteobacteria class
c__Arthropoda
c__Gastrotricha
¢__Nematoda
c__Rotifera

Chloroplast class
Flavobacteria class
Halobacteria class
Methanobacteria class
Methanomicrobia class
OD1_genera_incertae_sedis genus
Sphingobacteria class

Thermoplasmata class



