
Sex	  ratios	  in	  SwAsp	  
	  
All	  genotypes	  of	  known	  sex	  growing	  at	  <	  50	  m	  (n=14)	  or	  >	  300	  m	  (n=4)	  elevation	  
were	  extracted	  and	  plotted	  as	  Low	  elevation	  or	  High	  elevation.	  

	  
	  
	  
Populations	  are	  plotted	  from	  north	  to	  south	  on	  the	  X-‐axis	  (population	  latitudes).	  
The	  number	  of	  female,	  male	  and	  unknown	  sex	  genotypes	  is	  stacked	  in	  each	  bar	  
for	  each	  population.	  

	  
	  
	  
Clusters	  of	  genotypes	  from	  south,	  central	  and	  north	  regions	  of	  Sweden	  were	  
identified	  by	  Bernhardsson	  et	  al.	  [1]	  based	  on	  SNPs.	  The	  proportion	  of	  known	  
females	  and	  males	  in	  each	  of	  the	  genotype	  groups	  are	  plotted	  as	  stacked	  bars.	  	  
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Wilcoxon	  tests	  for	  differences	  in	  tree	  longitude	  and	  latitude	  of	  origin,	  where	  tree	  
sex	  was	  a	  factor,	  were	  each	  non-‐significant.	  A	  Wilcoxon	  test	  to	  test	  for	  
differences	  for	  elevation	  of	  tree	  origin	  where	  tree	  sex	  was	  a	  factor	  was	  
significant	  (P	  =	  0.044).	  
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