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Fig. S12a: RAxML-Phylogeny  of StMADS11-like MADS-box genes. 

The subclade of PaMADS19-like genes is colored dark blue and the subclade of PaMADS20-like genes is colored in light blue.Gene names of genes from species not belonging to gymnosperms are colored in grey. Gene names of genes 

from gymnosperms are as shown in Table 1 and Supplementary Data Table S1. Gymnosperm genes for which the name ends with “_G” are solely derived from genomic data and no expression evidence was found. Gene names starting 

with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Populus trichocarpa; Vv, Vitis vinifera. The numbers at the nodes represent bootstrap values. 



GgMADS39

GgMADS41

GgMADS8

GgMADS13
19

13

89

Am.tr.StM11 

PtMADS7_StMADS11

PtMADS21_StMADS11
85

VvSVP2

AT4G24540_AGL24_StMADS11
40

73

VvSVP4

VvSVP3

VvMADS37_chr6_rice
40

94

PtMADS28_StMADS11

PtMADS29_StMADS11

PtMADS47_StMADS11

PtMADS48_StMADS11
98

13

95

90

PtMADS26_StMADS11

VvSVP1

AT2G22540_SVP_AGL22_StMADS11
53

44

20

27

OsMADS55_StMADS11

OsMADS22_StMADS11
98

OsMADS47_StMADS11

86

61

65

CaMADS3

PaMADS345

CaMADS4

PgMADS114
88

78

PaMADS347

PaMADS19
82

28

PcMADS1

PtaMADS361

PtaMADS22

PtaMADS367
70

PlMADS34

40

55

84

7

PaMADS341

PaMADS172

PaMADS132

PgMADS6
74

PsMADS17

PsMADS16
99

59

56

96

2

PlMADS10

PlMADS8
100

PlMADS26

PlMADS15
100

PtaMADS29

PtaMADS349
100

72

45

PmeMADS6

PsMADS6

PaMADS142
62

PgMADS3

PgMADS4
92

PaMADS150

PaMADS342
82

PaMADS344

PgMADS1
58

68

37

27

16

15

32

53

WnMADS8

WnMADS11

WnMADS9

WnMADS6
86

78

76

ChMADS25

PmaMADS4

SsMADS14

SsMADS16

SsMADS7
86

SsMADS12

50

76

TbMADS3

ChMADS18

ChMADS12
98

ChMADS23

ChMADS15

ChMADS22
98

48

29

74

34

SsMADS2

SsMADS10

SsMADS19
89

SsMADS15

75

86

19

6

7

20

14

PmaMADS2

PmaMADS10

PmaMADS12
100

37

PmaMADS16

PmaMADS8
51

PlMADS22

PpiMADS3

PaMADS20

PaMADS348
99

PsMADS2

PaMADS21
99

31

PtaMADS34

29

48

48

52

PcMADS2

PpiMADS9

PtaMADS31
42

97

PaMADS23

CaMADS6

PsMADS15
65

38

100

PgMADS110

PgMADS5
99

35

38

64

18

54

AT1G24260_SEP3_AGL2

Fig. S12b: RAxML-Phylogeny  of StMADS11-like MADS-box genes only including gymnosperm genes for which expression evidence 

was found. 

The subclade of PaMADS19-like genes is colored dark blue and the subclade of PaMADS20-like genes is colored turquoise.Gene names of 

genes from species not belonging to gymnosperms are colored in grey. Gene names of genes from gymnosperms are as shown in Table 1 and 

Supplementary Data Table S1. Gene names starting with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Po-

pulus trichocarpa; Vv, Vitis vinifera. The numbers at the nodes represent bootstrap values. 
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Fig. S12c: MrBayes-Phylogeny  of StMADS11-like MADS-box genes only including gymnosperm genes for which expression eviden-

ce was found. 

The subclade of PaMADS19-like genes is colored dark blue and the subclade of PaMADS20-like genes is colored turquoise. Gene names of 

genes from species not belonging to gymnosperms are colored in grey. Gene names of genes from gymnosperms are as shown in Table 1 and 

Supplementary Data Table S1. Gene names starting with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Po-

pulus trichocarpa; Vv, Vitis vinifera. The numbers at the nodes represent bootstrap values. 


