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Fig. S3a: RAxML-Phylogeny of Type II MADS-box genes in plants. 

The major clades are colored differently. The clades are shown in the following order from top to bottom: MIKC*, TM8, TM3, AGL12, AG, AGL2/AGL6/FLC/SQUA, GpMADS4, DEF/GLO/OsMADS32/GGM13, StMADS11, AGL15, AGL17. Gene names 

and coloring of gene names are as described for Supplementary Data Fig. S1. The numbers at the nodes represent bootstrap values. Gene names starting with AT, Arabidopsis thaliana; At or Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, 

Populus trichocarpa; Sm, Selaginella moellendorffii; Vv, Vitis vinifera. Gene names containing CgMADS1, Chara globularis; CRM or CerMADS, Ceratopteris richardii; LAMB, Lycopodium annotinum; MpMADS1, Marchantia polymorpha; PPTIM or 

PpMADS or PPM, Physcomitrella patens; SrMADS1, Selaginella remotifolia. For genes from ferns the corresponding species are given after the gene name. The numbers at the nodes represent bootstrap values. 
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Fig. S3b: RAxML-Phylogeny of Type II MADS-box genes in plants only including gymnosperm genes for which expression evidence was 

found.

The major clades are colored differently. The clades are shown in the following order from top to bottom: MIKC*, TM3, TM8, AGL2/AGL6/FLC/SQUA, 

AG, AGL12, GpMADS4, AGL17, AGL15, StMADS11, DEF/GLO/OsMADS32/GGM13. Red gene names denote genes that were classified differently in 

this phylogeny as compared to the phylogeny containing all gymnosperm MADS-box genes (Supplementary Data Fig. S3a). Gene names of genes 

from species not belonging to gymnosperms are colored in grey. Gene names of genes from gymnosperms are as shown in Table 1 and Supplementary 

Data Table S1. Gene names starting with AT, Arabidopsis thaliana; Am.tr. and At, Amborella trichopoda; Os, Oryza sativa; PtMADS, Populus trichocar-

pa; Sm, Selaginella moellendorffii; Vv, Vitis vinifera. Gene names containing CgMADS1, Chara globularis; CRM or CerMADS, Ceratopteris richardii; 

LAMB, Lycopodium annotinum; MpMADS1, Marchantia polymorpha; PPTIM or PpMADS or PPM, Physcomitrella patens; SrMADS1, Selaginella remo-

tifolia. For genes from ferns the corresponding species are given after the gene name. The numbers at the nodes represent bootstrap values.


