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Fig. S4a: RAxML-Phylogeny of MIKC*-group MADS-box genes. 

The S clade is colored blue and the P clade is colored green. Gene names of genes from gymnosperms are as shown in Table 1 and Supple-

mentary Data Table S1. Gymnosperm genes for which the name ends with “_G” are solely derived from genomic data and no expression evi-

dence was found. Gene names starting with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Populus tricho-

carpa; Sm, Selaginella moellendorffii; Vv, Vitis vinifera. Gene names containing CgMADS1, Chara globularis; CRM or CerMADS, Ceratopteris 

richardii; LAMB, Lycopodium annotinum; MpMADS1, Marchantia polymorpha; PPTIM or PpMADS or PPM, Physcomitrella patens; SrMADS1, 

Selaginella remotifolia. For genes from ferns the corresponding species are given after the gene name. The numbers at the nodes represent 

bootstrap values. 
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Fig. S4b: RAxML-Phylogeny of MIKC*-group MADS-box genes only including gymnosperm genes for which expression evidence was 

found. 

The S clade is colored blue and the P clade is colored green. Gene names of genes from gymnosperms are as shown in Table 1 and Supple-

mentary Data Table S1. Gene names starting with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Populus 

trichocarpa; Sm, Selaginella moellendorffii; Vv, Vitis vinifera. Gene names containing CgMADS1, Chara globularis; CRM or CerMADS, Cerato-

pteris richardii; LAMB, Lycopodium annotinum; MpMADS1, Marchantia polymorpha; PPTIM or PpMADS or PPM, Physcomitrella patens; 

SrMADS1, Selaginella remotifolia. For genes from ferns the corresponding species are given after the gene name. The numbers at the nodes 

represent bootstrap values. 



AT1G24260_SEP3_AGL2

PpMADS3

PpMADS2

PPMA12

PPMA8
0.504

0.643

OsMADS62_MIKCS

OsMADS63_MIKCS
0.620

VvMADS9_chr7_arabidopsis

0.593

PtMADS94_MIKCS

AT1G22130_AGL104_MIKCS

AT1G77980_AGL66_MIKCS
0.991

AT1G77950_AGL67_MIKCS
0.990

VvMADS38_chr18_arabidopsis

0.532

PtMADS91_MIKCS
0.525

0.294

0.537

Am.tr.MS

PaMADS17

VvMADS11_chr18_rice
0.521

0.465

0.499

VvMADS44_chr12_arabidopsis

PtMADS93_MIKCS
0.977

0.457

343160556_CRM14

343160560_CRM15
0.997

0.381

PaMADS31

PtMADS95_MIKCS
0.538

PtaMADS35

PaMADS29
0.997

0.549

GgMADS1

GgMADS36

0.996

0.574

VvMADS68_chr4_arabidopsis

AT2G26320_AGL33_MIKCS
0.365

PtMADS97_MIKCS
0.681

Am.tr.MP 

OsMADS68_MIKCS
0.483

VvMADS41_chr17_arabidopsis

AT1G18750_AGL65_MIKCS
0.996

AT1G69540_AGL94_MIKCS

AT2G03060_AGL30_MIKCS

PtMADS96_MIKCS
0.677

0.986

0.628

0.940

PaMADS26

0.447

WnMADS2

0.300

0.410

0.925

343160552_CRM13

0.927

0.606

SmMADS4_1

SmMADS10_1

PtMADS98_MIKCS
0.980

0.967

0.911

284178625_MpMADS1

0.933

0.370

PPM4

PPM3
1.000

PPMA10

PPMA11
0.999

PPMA9
0.415

0.614

PPM6

0.999

0.734

0.1

Fig. S4c: MrBayes-Phylogeny of MIKC*-group MADS-box genes only including gymnosperm genes for which expression evidence 

was found. 

The S clade is colored blue and the P clade is colored green. Gene names of genes from gymnosperms are as shown in Table 1 and Supple-

mentary Data Table S1. Gene names starting with AT, Arabidopsis thaliana; Am.tr., Amborella trichopoda; Os, Oryza sativa; PtMADS, Populus 

trichocarpa; Sm, Selaginella moellendorffii; Vv, Vitis vinifera. Gene names containing CgMADS1, Chara globularis; CRM or CerMADS, Cera-

topteris richardii; LAMB, Lycopodium annotinum; MpMADS1, Marchantia polymorpha; PPTIM or PpMADS or PPM, Physcomitrella patens; Sr-

MADS1, Selaginella remotifolia. For genes from ferns the corresponding species are given after the gene name. The numbers at the nodes re-

present bootstrap values. 


