
SUPPLEMENTARY DATA 

Table S1. List of genes used in this study. 

Gymnosperm orthologs of DEF/GLO-like genes Accession number 

Gnetum gnemon GGM15 AJ251555.1 

Gnetum gnemon GGM2 AJ132208.1 

Picea abies DAL11 AF158540.1 

Picea abies DAL12 AF158542.1 

Picea abies DAL13 AF158544.1 

  

DEF-like genes  

Akebia trifoliata AktAP3.1 AY627630.1 

Akebia trifoliata AktAP3.2 AY627631.1 

Akebia trifoliata AktAP3.3 DQ303124.1 

Amborella trichopoda AmAP3 AB154845.1 

Antirrhinum majus DEF AB516402.1 

Aquilegia vulgaris AqvAP3.1 EF489478.1 

Aquilegia vulgaris AqvAP3.2 EF489477.1 

Aquilegia vulgaris AqvAP3.3 EF489476.1 

Arabidopsis thaliana AP3 NM_115294.5 

Brassica napus BnAP3-2 AY313941.1 

Brassica napus BnAP3-3 DQ372719.1 

Brassica napus BnAP3-4 DQ372720.1 

Camellia japonica CjDEF GQ141181.1 

Camellia japonica CjTM6 GQ141161.1 

Chloranthus spicatus CsAP3 AY397762.1 

Chrysanthemum Dendrathema gr. CDM115 AY173060.1 

Chrysanthemum Dendrathema gr. CDM19 AY173064.1 

Davidia involucrata DiTM6 GQ141153.1 

Dendrobium crumenatum DcOAP3A DQ119838.1 

Dendrobium crumenatum DcOAP3B DQ119839.1 

Eschscholzia californica EScaDEF1 EF378697.1 

Eschscholzia californica EScaDEF2 EF378698.1 

Eschscholzia californica EScaDEF3 HE573239.1 

Euptelea pleiospermum EUplAP3_1 GU357449.1 

Euptelea pleiospermum EUplAP3_2 GU357450.1 

Gerbera hybrida GDEF1 AJ009724.1 

Gerbera hybrida GDEF2 AJ009725.1 

Gerbera hybrida GDEF3 FJ817421.1 

Hedyosmum orientale HoAP3_1 JX069759.1 

Hedyosmum orientale HoAP3_2 JX069760.1 

Impatiens hawkeri IhDEF1 DQ493930.1 

Impatiens hawkeri IhDEF2 DQ493929.1 

Joinvillea ascendens JaAP3 DQ662238.1 

Lacandonia schismatica Ls-AP3 GQ214161.1 

Lilium longiflorum LMADS1 AF503913.1 

Lilium regale LRDEF AB071378.1 

http://www.ncbi.nlm.nih.gov/nucleotide/5019428?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS18RZA01R
http://www.ncbi.nlm.nih.gov/nucleotide/6580940?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS3AJ4K01R
http://www.ncbi.nlm.nih.gov/nucleotide/6580944?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS7MK5J01R
http://www.ncbi.nlm.nih.gov/nucleotide/6580948?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS88PC3014
http://www.ncbi.nlm.nih.gov/nucleotide/48727599?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPNMU06015
http://www.ncbi.nlm.nih.gov/nucleotide/48727601?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPPPUE9015
http://www.ncbi.nlm.nih.gov/nucleotide/83316231?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPREUYU014
http://www.ncbi.nlm.nih.gov/nucleotide/51889429?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRHJ2K5015
http://www.ncbi.nlm.nih.gov/nucleotide/288558693?report=genbank&log$=nuclalign&blast_rank=2&RID=6MNXB7MY014
http://www.ncbi.nlm.nih.gov/nucleotide/144678956?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPTZ3YR014
http://www.ncbi.nlm.nih.gov/nucleotide/144678954?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPUXHDP015
http://www.ncbi.nlm.nih.gov/nucleotide/144678952?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPVKCDS01R
http://www.ncbi.nlm.nih.gov/nucleotide/145339488?report=genbank&log$=nuclalign&blast_rank=1&RID=6MN61D6U014
http://www.ncbi.nlm.nih.gov/nucleotide/33090198?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSCMK8C01R
http://www.ncbi.nlm.nih.gov/nucleotide/87133583?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSDE2CV014
http://www.ncbi.nlm.nih.gov/nucleotide/87133585?report=genbank&log$=nuclalign&blast_rank=2&RID=6MSE684Z014
http://www.ncbi.nlm.nih.gov/nucleotide/262071572?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSN813D01R
http://www.ncbi.nlm.nih.gov/nucleotide/262071532?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSP14UZ015
http://www.ncbi.nlm.nih.gov/nucleotide/37993005?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRF0PZX01R
http://www.ncbi.nlm.nih.gov/nucleotide/27804366?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNG1GVT015
http://www.ncbi.nlm.nih.gov/nucleotide/27804372?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNEXBGA015
http://www.ncbi.nlm.nih.gov/nucleotide/262071516?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSPURWJ01R
http://www.ncbi.nlm.nih.gov/nucleotide/74053662?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRB09YR01R
http://www.ncbi.nlm.nih.gov/nucleotide/74053664?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR9FBM3015
http://www.ncbi.nlm.nih.gov/nucleotide/125747020?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSFS1XP014
http://www.ncbi.nlm.nih.gov/nucleotide/125747022?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSGRSWV015
http://www.ncbi.nlm.nih.gov/nucleotide/350274029?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSHDZDH01R
http://www.ncbi.nlm.nih.gov/nucleotide/288973088?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPS2EJF01R
http://www.ncbi.nlm.nih.gov/nucleotide/288973097?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPSY9EM014
http://www.ncbi.nlm.nih.gov/nucleotide/4218168?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNUDWPD015
http://www.ncbi.nlm.nih.gov/nucleotide/4218170?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNVH3CF01R
http://www.ncbi.nlm.nih.gov/nucleotide/257449886?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNWDAK7014
http://www.ncbi.nlm.nih.gov/nucleotide/398707302?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS95HFZ014
http://www.ncbi.nlm.nih.gov/nucleotide/398707304?report=genbank&log$=nuclalign&blast_rank=1&RID=6MS9WRUN014
http://www.ncbi.nlm.nih.gov/nucleotide/99109360?report=genbank&log$=nuclalign&blast_rank=1&RID=6MN23UUN01R
http://www.ncbi.nlm.nih.gov/nucleotide/99109357?report=genbank&log$=nuclalign&blast_rank=1&RID=6MN4J9ZW014
http://www.ncbi.nlm.nih.gov/nucleotide/110798200?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRBKMSS015
http://www.ncbi.nlm.nih.gov/nucleotide/288551495?report=genbank&log$=nuclalign&blast_rank=1&RID=6N3AFFUD014
http://www.ncbi.nlm.nih.gov/nucleotide/20531752?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRD8EGW014
http://www.ncbi.nlm.nih.gov/nucleotide/20513259?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR283KK014


Liriodendron tulipifera LtAP3 KF925492 

Medicago truncatula MtNMH7 JN412096.1 

Medicago truncatula MtTM6 JN412097.1 

Nicotiana benthamiana NbDEF DQ437635.1 

Nicotiana benthamiana NbTM6 AY577817.1 

Nuphar advena Nu.ad.AP3.1 KF925495 

Nuphar advena Nu.ad.AP3.2 KF925496 

Oncidium 'Gower Ramsey' OMADS3 AY196350.1 

Oncidium 'Gower Ramsey' OMADS5 HM140840.1 

Oncidium 'Gower Ramsey' OMADS9 HM140841.1 

Oryza sativa OsMADS16 AF077760.1 

Osmanthus fragrans OfDEF HQ853400.1 

Osmanthus fragrans OfTM6 HQ853429.1 

Pachysandra terminalis PAteAP3_1 GU357454.1 

Pachysandra terminalis PAteAP3_2 GU357462.1 

Papaver somniferum PapsAP3-1 EF071993.1 

Papaver somniferum PapsAP3-2 EF071992.1 

Petunia hybrida PHDEF X69946.1 

Petunia hybrida PHTM6 AF230704.1 

Phalaenopsis equestris PeMADS2 AY378149.1 

Phalaenopsis equestris PeMADS3 AY378150.1 

Phalaenopsis equestris PeMADS4 AY378147.1 

Phalaenopsis equestris PeMADS5 AY378148.1 

Solanum lycopersicum TAP3 NM_001247148.1 

Solanum lycopersicum TM6 XM_004232405.1 

Taihangia rupestris TrTM6 DQ248946.1 

Tulipa gesneriana TGDEFA AB094965.1 

Tulipa gesneriana TGDEFB AB094966.1 

Vitis vinifera VviAP3.1 EF418603.1 

Vitis vinifera VviAP3.2 NM_001281008.1 

Zea mays  SILKY1 NM_001111481.1 

  

GLO-like genes  

Akebia trifoliata AktPI AY627634.1 

Amborella trichopoda AmPI AB154842.1 

Antirrhinum majus GLO AB516403.1 

Aquilegia vulgaris AqvPI EF489475.1 

Arabidopsis thaliana PI NM_122031.3 

Brassica napus BnPI-1 EU159431.1 

Brassica napus BnPI-2 EU159432.1 

Brassica napus BnPI-3 EU159433.1 

Camellia japonica CjGLO1 GQ141126.1 

Camellia japonica CjGLO2 GQ141138. 

Chloranthus spicatus CsPI AF230710.1 

Chrysanthemum Dendrathema gr. CDM86 AY173061.1 

Davidia involucrata DiGLO1 GQ141110.1 

Davidia involucrata DiGLO2 GQ141108.1 

Eschscholzia californica SEI EF378699.1 

http://www.ncbi.nlm.nih.gov/nucleotide/363903273?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSSHHE0014
http://www.ncbi.nlm.nih.gov/nucleotide/363903275?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT4413Y014
http://www.ncbi.nlm.nih.gov/nucleotide/91118963?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT4SGCD01R
http://www.ncbi.nlm.nih.gov/nucleotide/46360338?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT5DEW5015
http://www.ncbi.nlm.nih.gov/nucleotide/28630894?report=genbank&log$=nuclalign&blast_rank=1&RID=6MRCEG5X015
http://www.ncbi.nlm.nih.gov/nucleotide/300078673?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT5Z9AP01R
http://www.ncbi.nlm.nih.gov/nucleotide/300078675?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT6KHUP015
http://www.ncbi.nlm.nih.gov/nucleotide/4406131?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR4XSFT015
http://www.ncbi.nlm.nih.gov/nucleotide/343788182?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT77R7Z014
http://www.ncbi.nlm.nih.gov/nucleotide/343788238?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT7WC43014
http://www.ncbi.nlm.nih.gov/nucleotide/288973138?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNJVY5H014
http://www.ncbi.nlm.nih.gov/nucleotide/288973223?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNMG39Y015
http://www.ncbi.nlm.nih.gov/nucleotide/126428410?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPWB9NG01R
http://www.ncbi.nlm.nih.gov/nucleotide/126428408?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPX6ET601R
http://www.ncbi.nlm.nih.gov/nucleotide/22664?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNAR4GJ015
http://www.ncbi.nlm.nih.gov/nucleotide/8163949?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNDN9FA015
http://www.ncbi.nlm.nih.gov/nucleotide/38680584?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR607NW014
http://www.ncbi.nlm.nih.gov/nucleotide/38680586?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR77KC3015
http://www.ncbi.nlm.nih.gov/nucleotide/38680577?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR7XPWW015
http://www.ncbi.nlm.nih.gov/nucleotide/45935300?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR8NF49015
http://www.ncbi.nlm.nih.gov/nucleotide/350538234?report=genbank&log$=nuclalign&blast_rank=1&RID=6MNH2MW401R
http://www.ncbi.nlm.nih.gov/nucleotide/460373288?report=genbank&log$=nuclalign&blast_rank=2&RID=6MNNEF6H015
http://www.ncbi.nlm.nih.gov/nucleotide/81238283?report=genbank&log$=nuclalign&blast_rank=1&RID=6MT8H15S01R
http://www.ncbi.nlm.nih.gov/nucleotide/30172220?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPZHW23014
http://www.ncbi.nlm.nih.gov/nucleotide/30172222?report=genbank&log$=nuclalign&blast_rank=1&RID=6MR196MK015
http://www.ncbi.nlm.nih.gov/nucleotide/126023785?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSAM9HD014
http://www.ncbi.nlm.nih.gov/nucleotide/526118094?report=genbank&log$=nuclalign&blast_rank=1&RID=6MSBJESF014
http://www.ncbi.nlm.nih.gov/nucleotide/162459974?report=genbank&log$=nuclalign&blast_rank=1&RID=6MPY0BSS014
http://www.ncbi.nlm.nih.gov/nucleotide/48727607?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU8KW43014
http://www.ncbi.nlm.nih.gov/nucleotide/51889427?report=genbank&log$=nuclalign&blast_rank=2&RID=6MUY05XP014
http://www.ncbi.nlm.nih.gov/nucleotide/288558695?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU7SR07014
http://www.ncbi.nlm.nih.gov/nucleotide/144678950?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVY8UJ1015
http://www.ncbi.nlm.nih.gov/nucleotide/145358258?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU546XA01R
http://www.ncbi.nlm.nih.gov/nucleotide/158563746?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVG7ZYR01R
http://www.ncbi.nlm.nih.gov/nucleotide/158563750?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVH0K0201R
http://www.ncbi.nlm.nih.gov/nucleotide/158563755?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVHR2TU01R
http://www.ncbi.nlm.nih.gov/nucleotide/268038248?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTPGG2M014
http://www.ncbi.nlm.nih.gov/nucleotide/268038282?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTRFPJA015
http://www.ncbi.nlm.nih.gov/nucleotide/8163961?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUWX653015
http://www.ncbi.nlm.nih.gov/nucleotide/27804368?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU0J5JT015
http://www.ncbi.nlm.nih.gov/nucleotide/268038236?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTBUMXA015
http://www.ncbi.nlm.nih.gov/nucleotide/268038264?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTCX5JZ01R
http://www.ncbi.nlm.nih.gov/nucleotide/125747024?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVTAX3701R


Euptelea pleiospermum EUplPI GU357451.1 

Gerbera hybrida GGLO1 AJ009726.1 

Hedyosmum orientale HoPI_1 JX069754.1 

Hedyosmum orientale HoPI_1A JX069755.1 

Hedyosmum orientale HoPI_1B JX069756.1 

Hedyosmum orientale HoPI_2 JX069757.1 

Hedyosmum orientale HoPI_3 JX069758.1 

Impatiens hawkeri IhGLO DQ493931.1 

Joinvillea ascendens JaPI DQ662245.1 

Lacandonia schismatica Ls-PI GQ214162.1 

Lilium longiflorum LMADS8 HQ698550.1 

Lilium longiflorum LMADS9 HQ698551.1 

Lilium regale LRGLOA AB071379.1 

Lilium regale LRGLOB AB071380.1 

Liriodendron tulipifera Lt PI KF925493 

Liriodendron tulipifera Lt PI2 KF925494 

Medicago truncatula MtNGL9 FJ403469.1 

Medicago truncatula MtPI FJ403468.1 

Nicotiana benthamiana NbGLO1 HQ005417.1 

Nicotiana benthamiana NbGLO2 HQ005418.1 

Nuphar advena Nu.ad.PI1 KF925497 

Nuphar advena Nu.ad.PI2 KF925498 

Oncidium 'Gower Ramsey' OMADS8 HM140842.1 

Oryza sativa OsMADS2 L37526.1 

Oryza sativa OsMADS4 L37527.1 

Osmanthus fragrans  OfGLO HQ853419.1 

Pachysandra terminales PAtePI GU357455.1 

Papaver somniferum PapsPI-1 EF071994.1 

Papaver somniferum PapsPI-2 EF071995.1 

Petunia hybrida PHGLO1 M91190.1 

Petunia hybrida PHGLO2 X69947.1 

Phalaenopsis equestris PeMADS6 AY678299.1 

Solanum lycopersicum TPI NM_001247146.1 

Taihangia rupestris TrPI DQ248947.1 

Tulipa gesneriana TGGLO AB094967.1 

Vitis vinifera VviPI NM_001280946.1 

Zea mays ZMM16 NM_001111666.1 

  

AG-like genes  

Amborella trichopoda Am.tr.AG AY936231.1 

Nuphar advena Nu.ad.AG AY936230.1 

  

AGL6-like genes  

Amborella trichopoda Am.tr.AGL6 AY936234.1 

Nuphar advena Nu.ad.AGL6.1 KF925499 

Nuphar advena Nu.ad.AGL6.2 KF925500 

 

http://www.ncbi.nlm.nih.gov/nucleotide/288973108?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU9RYD8015
http://www.ncbi.nlm.nih.gov/nucleotide/4218172?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU2U8HH015
http://www.ncbi.nlm.nih.gov/nucleotide/398707292?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVAWS8Y014
http://www.ncbi.nlm.nih.gov/nucleotide/398707294?report=genbank&log$=nuclalign&blast_rank=2&RID=6MVAWS8Y014
http://www.ncbi.nlm.nih.gov/nucleotide/398707296?report=genbank&log$=nuclalign&blast_rank=3&RID=6MVAWS8Y014
http://www.ncbi.nlm.nih.gov/nucleotide/398707298?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVDB4N201R
http://www.ncbi.nlm.nih.gov/nucleotide/398707300?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVE8WNA01R
http://www.ncbi.nlm.nih.gov/nucleotide/99109376?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVR0EUM01R
http://www.ncbi.nlm.nih.gov/nucleotide/110798214?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUG3BCB01R
http://www.ncbi.nlm.nih.gov/nucleotide/288551496?report=genbank&log$=nuclalign&blast_rank=1&RID=6N3728ES01R
http://www.ncbi.nlm.nih.gov/nucleotide/338224224?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTGC9JU015
http://www.ncbi.nlm.nih.gov/nucleotide/338224226?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTMSGE5015
http://www.ncbi.nlm.nih.gov/nucleotide/20513261?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUMZES3015
http://www.ncbi.nlm.nih.gov/nucleotide/20513263?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUPJK4V014
http://www.ncbi.nlm.nih.gov/nucleotide/212656634?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTW5PSS01R
http://www.ncbi.nlm.nih.gov/nucleotide/212656632?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTU0PH301R
http://www.ncbi.nlm.nih.gov/nucleotide/306450616?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTX5PVD01R
http://www.ncbi.nlm.nih.gov/nucleotide/306450618?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTY65GV014
http://www.ncbi.nlm.nih.gov/nucleotide/300078677?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTNMFBF014
http://www.ncbi.nlm.nih.gov/nucleotide/886400?report=genbank&log$=nuclalign&blast_rank=4&RID=6MUTZY2M015
http://www.ncbi.nlm.nih.gov/nucleotide/2961436?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUVZ36W014
http://www.ncbi.nlm.nih.gov/nucleotide/343788220?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTS70ZH01R
http://www.ncbi.nlm.nih.gov/nucleotide/288973149?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU1NHBC014
http://www.ncbi.nlm.nih.gov/nucleotide/126428412?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUCZ2DH01R
http://www.ncbi.nlm.nih.gov/nucleotide/126428414?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUDZJB1015
http://www.ncbi.nlm.nih.gov/nucleotide/169253?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTZ4AY2014
http://www.ncbi.nlm.nih.gov/nucleotide/22666?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU68101015
http://www.ncbi.nlm.nih.gov/nucleotide/56182388?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUEZHKC01R
http://www.ncbi.nlm.nih.gov/nucleotide/350538188?report=genbank&log$=nuclalign&blast_rank=1&RID=6MU427JF015
http://www.ncbi.nlm.nih.gov/nucleotide/81238285?report=genbank&log$=nuclalign&blast_rank=1&RID=6MTANEVW01R
http://www.ncbi.nlm.nih.gov/nucleotide/30172224?report=genbank&log$=nuclalign&blast_rank=1&RID=6MUKM68K015
http://www.ncbi.nlm.nih.gov/nucleotide/526117853?report=genbank&log$=nuclalign&blast_rank=1&RID=6MVF0GSF015
http://www.ncbi.nlm.nih.gov/nucleotide/162463498?report=genbank&log$=nuclalign&blast_rank=2&RID=6MUGZSGE01R
http://www.ncbi.nlm.nih.gov/nucleotide/63014392?report=genbank&log$=nuclalign&blast_rank=1&RID=9VAZZC7D014
http://www.ncbi.nlm.nih.gov/nucleotide/63014390?report=genbank&log$=nuclalign&blast_rank=1&RID=9VBM7S6C01R
http://www.ncbi.nlm.nih.gov/nucleotide/63014398?report=genbank&log$=nuclalign&blast_rank=1&RID=9VD47FWW015


LOFSEP-like genes  

Amborella trichopoda AMtrAGL2 AY850179.1 

Nuphar advena Nu.ad.AGL2 KF925501 

  

AGL9-like genes  

Amborella trichopoda AMtrAGL9 KF925502 

Liriodendron tulipifera LituAGL9 AY850182.1 

 

 

 

Table S2. cDNA sequences used to generate C-terminal deleted proteins for EMSAs. 

>LtAP3 ∆C 
ATGGGAAGAGGGAAGATAGAGATAAAAAGAATAGAGAATTCGACGAACAGGCAAGTTACATATTCTAAGAG
AAGAGGTGGGATTATGAAGAAAGCAAAAGAGCTTACCGTTCTCTGCGATGCTGAGGTTTCTCTCATCATGTTTT
CCAGCACTGGGAAATTCTCTGAATATTGCAGCCCTTCTACAACGACGAAGAAGATTTTCGATCGTTACCAGCAA
GTTTCAGGCAGCAGCTTATGGAACTCTCACTACGAGAAAATGCAAAGTCACTTGAACAAACTCAAAGAGGATA
ATAACAGTCTCCGGAGGGCAATCAGGCATAGGATCGGTGAAGATCTGGACGATCTGGAAATCGAAGAACTGC
GCGGTCTTGAGCAAAATTTAGAAAGTTCTATCAAAGTTGTTCGCGAAAGAAAGTATCATGTGATCAACACTCA
AACAGAGACTTACAAGAAAAAGTTGAGAAACTTGCACGAAGCACACGCAAATTTAATTCGTGTAA  
  
>LtPI ∆C  
ATGGGGCGTGGGAAGATAGAGATAAAAAGGATAGAGAACTCCACAAACCGACAGGTGACCTATTCAAAGAG
GAGAGGAGGGATACTGAAGAAAGCAAAGGAGATCACCGTTTTGTGTGACGCGCAGGTCTCCCTCGTCATCTTC
TCTAGCACTGGGAAGATTTCCGAGTACTGTAGTCCCTCCACCACGCTGGTGAAGATTTTGGATCGCTACCAGAA
GAGCTCAGGGAAGAAGCTCTGGGATGCTAAGCACGAGCATCTTAGCAATGAAGTTGAAAGGATTAAGAAAGA
GAATGATAGCATGCAGATCAAGCTCAGGCATTTGAAGGGCGAGGATATCACCTCATTGCATCCGAGGGAACTC
ATCCCTATAGAGGAAGCCCTCCAAAACGGTCTTGCCTGCGTTCGCTCCAAGCAGATGGAGTACTTAAAGATGC
TCAAGAAGAATGAAAGAACTCTGGAGGAGGAGAATAAGCGCTTGAGTTATATCCTGCATCAGCAGCAACTGG
CGATGTAA  
 
>Nu.ad.AP3.1 ∆C 
ATGGGTCGTGGGAAGATAGAGATAAGGAGGATAGAGAGCACCACCAACAGGCAGGTGACCTTCTCCAAGAG
GAGGGCAGGGATCATCAAGAAGGCCAAGGAGCTCACCGTCCTCTGTGATGCCCACGTCTCCTTGATCCTCTTCT
CCAGCACCAACAAGCTCTTCGAGTATTGTAGCCCCACCACCACCACGAAGAAAATAATCGATCGTTATCAGCAA
GTTACTGCAACCAATTTATGGGATTCCCATTATGAAAGTATGCAAAAGGAATTCAACAAGCTCAAGGAGAAGA
ATGAAAGACTCCGCAGGAGCATCAGGCAAAGGAATGGCGAGGATTTAGATATGTTAAACCATTCTGAGCTGT
GCGGTCTTGAGCAAAATCTGAGCGAAGCGCTTAAGAAAATCCGATCAGTATTGGATAACAAAATCAAGAGAC
AGATAGATACTTATAGGAAAAAGATAAAGGCAGCCGATTCCATTAGAAACATAGGTTTCATGTAA  
  
>Nu.ad.AP3.2 ∆C  
ATGGGTCGTGGGAAGATAGAGATAAAGAGGATAGAGAACACCACCAACAGGCAGGTGACCTTCTCCAAGAG
GAGGGCTGGGATCATCAAGAAGGCCAAGGAGCTCACCGTCCTCTGCGATGCCCACGTCTCCCTCATCCTCTTCT
CCAGCACCCACAAGTTTTTTGAGTACTGTAGCCCTACCACCAACACGAAGAAGATGATTGATCGTTATCAGCAA
GTTACTGGAACAAATTTATGGGATACCCATTATGAAAGTATGCAAAAGGAATTTAACAAACTCAAGGAGAAGA
ATGAAAGGCTCCGCAAGAGCATGAGGCAACGGGTTGGTGAGGATCTTGATGAGTTAAATCACTCCGAGCTGT
GCGGTCTTGAGCAAAATCTAAGCGAAGCGTTGAAGAAGATCAGATTGGCACTTGATAGCAAAATCAAGAGAC
AGATAGATACTTACAAGAAAAAGATAAGGTCTGCTGAGAGCAACAGAAACAAAGTTTTCAGGGATGCACAAG
AATAA  
  

http://www.ncbi.nlm.nih.gov/nucleotide/60265517?report=genbank&log$=nuclalign&blast_rank=1&RID=9VABWH1D015
http://www.ncbi.nlm.nih.gov/nucleotide/60265523?report=genbank&log$=nuclalign&blast_rank=1&RID=9VAWXHYP014


>Nu.ad.PI1 ∆C  
ATGGGGAGAGGAAAGATTGAGATCAAGAGGATAGAGAATGCTTCCAACAGGCAGGTCACCTTCTCCAAGAGG
AAACAGGGTATCTTGAAGAAGGCCAAGGAGATCAGTGTTCTCTGTGACGCTCAGGTCTCTCTCATCTTGTTCTC
TAGTGCTGGCAAGCTCTACGATTATTGCTCCCCTTCTAGCAGTTTGAAGGACATTCTGACTAGATACCAGAAGT
CTTCTGGGAAGAAGTTGTGGGATGCTAGACATGAGTATCTGAGCACAGAGTTAGACAGGATTAGGAAGGAGA
ATGAAAATATGCAAATTGAACTCAGGCATTTTATGGGTGAAGATCTGAGTTCACTGACCGTTCAAGAGCTTCG
AGCTCTTGAAGACTCTCTTCAGATTGGCTTTGATAATGTTCACGTCAAGCAGACCGAATGCCTGAACAATGATA
TTCAAATTCTGAAGAAGAATGAGAGGATCCTTGAGGAGGAGAATAGGCAGATGAAATATATACTGTAA  
 
>Nu.ad.PI2 ∆C  
ATGGGGAGAGGAAAGATTGAGATCAAGAGGATAGAGAATGCTTCCAACAGGCAGGTCACCTTCTCCAAGAGG
AAACAGGGTATCTTGAAGAAGGCCAAGGAGATCAGTGTTCTCTGTGATTCTCAGGTCTCTCTCATCTTGTTCTC
CAGTGCTGGCAAGCTCTACGAGTATTGCTCCCCTTCTAGCAGTTTGAAGGACGTTCTGACTAGATACCAGAAGT
CTTCTGGGAAGAAGTTGTGGGATGCTAGACATGAGTATCTGAGCACAGAGTTAGACAGGATTAGGAAGGAGA
ATGAAAATATGCAGATTGAACTCAGGCATTTCATGGGTGAAGATCTGAGCTCACTTACCGTTCAAGAGCTTCG
AGCTCTTGAAGACTCTCTTCAGATTGGCTTTGATAGTGTGCACATAAAGCAGACAGAATGCCTGAACAATGATA
TTCAAATTCTGAAGAAGAATGAGAGGATCCTCGAGGAGGAGAATAGGCAGCTGAAATATATACTGTAA  
 
>Nu.ad.AG ∆C 
ATGGGAAGAGGTAAGATCGAGATCAAGCGCATAGAGAACACGACTAACCGGCAGGTTACCTTCTGCAAGCGC
CGGAGCGGGCTGCTCAAGAAGGCTTACGAGTTGTCGGTGCTCTGCGATGCCGAGGTCTCCCTCATCATCTTCT
CCAGCCGTGGCCGTCTTTATGAGTATTCAAACAACAGTGTTAAGGCAACAATTGATAGGTACAAGAAAGCATG
TGCGGACAGTTCGAACTCGGGAACTGTTTCTGAAGCAAACGCACAGTATTACCAACAAGAAGCATATAAACTA
CGCCAGCAAATCAGTAAAATACAACAAGATAACAGGCAAATGCTGGGTGAAGGTATCAATGAAATGTCTGTA
AGAGATCTCAAGACTTTAGAGGGAAAATTGGAGAAAAGCATTGGCAAAATAAGATCCAAAAAGAATGATTTG
CTGAATAGTGAAATCCAGTACATGCAGAAAATGGGTGATGATCTGCAGGAAGAGAATATGTATCTTAGAGCA
AAGATTAGTGAGAATGAAAGGGCGCATTAA  
 
>AmAP3 ∆C 
ATGGGTAGAGGGAAGATAGAGATAAAGAGGATAGAGAACCCAACAAACAGGCAGGTCACCTACTCGAAGAG
AAGAGGGGGAATCATCAAGAAGGCGAAGGAGCTCACAGTCCTCTGCGATGCTGAGGTCTCCCTTATAATGTTC
TCCAGCACTGGCAAGTTCTCCGAGTATTGCAGCCCTTCTACAAGCACGAAGAAGATTTACGATCGATACCAGCA
AGTCTCAGAAACCAACTTATGGGACACCCACTATGAGAAGATGCAAAGGGACTTGGGCAATCTCAAGGAGGA
GAGTAACCGGCTTCGGAAACTTATAAGGCAAAAGATGGGGGAAGATATTAATGAATTGAAATATAAAGAGCT
GCGTGATCTTGAGCAAAATCTTGAGGAATGGGTGAAACGCATCAGAGATAAGAAGAACCATTTGGTGACAAA
CCAAACTGAAACATGTAAAAAAAGGATAAAGAATTTGGAGGAGCAAAACAAAATGATGAGGCATATGATGGA
AGAAGATGAAGCAGAACGATGA  
 
>AmPI ∆C  
ATGGGGAGGGGGAAGATTGAGATAAAGCGGATAGAGAACTCGGCGAACAGGCAGGTGACTTATTCGAAGAG
GAAGAGCGGAATACTGAAGAAGGCCAAGGAGATTTCGGTTCTATGCGATGCCAAGGTCTCCCTCGTCATATTC
TCCAGTGCTGGCAAAATGTCCGAGTTTTGCAGTCCATCCATCGAGTTGAAGAATATGCTAGAAGAGTACCAGA
GGACTTCAGGGAAAAAGTTATGGGATTCCCGTCATGAGTATTTGAGCACAGAGGTAGATAGGATGAAGAAAG
ACAACGAACAGATGAGGATTGAGTTGAGGCACTTGATGGGAGAAGATCTCAACTCATTGACGCCCCATGAACT
CAATAGGATTGAGGACTCCCTGCAAATGGGCCTCTCCAGTGTTCGTGCTAAACAGATGGAACACATTCGCACC
AGGACTGAGATGCTAAAAAACAACGAAAGGATTCTCGAAGATCAGAACAAACAATTGAAGTACATAATGTGA  
 

  



>Am.tr.AG ∆C  
ATGGGAAGGGGAAAGATTGAGATCAAGCGCATAGAGAACACAACTAATAGGCAGGTGACCTTTTGCAAACGG
CGCAATGGGCTACTCAAGAAAGCCTATGAATTATCTGTTCTCTGTGATGCTGAAGTTGCACTTATTGTCTTTTCA
AGTCGAGGTCGACTGTACGAATATGCAAATAACAGCGTGAAAACAACAATTGATAGGTACAAGAAGGCATGC
GCTGATAGCTCTCACTCCGGAACTGTTTCAGAGGCCAATTCTCAATATTACCAACAAGAAGCTGCAAAACTTCG
CAATCAAATCCAGGTTTTAACGAATACAAACAGGCAGTTGATGGGTGACTCCGTTGGTTCAATGACTGTTAAG
GAGCTCAGGACATTGGAGAACAAATTGGAAAAGGGAATTAGTAAAATTAGATCAAAAAAGAATGAGCTACTA
TTCGCTGAAATCGACTACATGCAGAATCGGGAACTTGAACTACAGAAAGACAACATGCTTCTCCGAGCTTAA  
 
>Am.tr.AGL6 ∆C  
ATGGGGAGAGGAAGGGTGGAGCTGAAGCGAATCGAGAACAAGATCAACAGGCAAGTGACCTTCTCCAAGAG
GAGGAACGGTTTGCTCAAGAAGGCGTATGAGCTCTCTGTGCTTTGCGATGCCGAGGTCGGACTGATCATCTTC
TCCAGCCGCGGAAAGCTTTACGAGTTCGGAAGCGCCGGTCTGAGCAAAACCCTCGAGAGGTACCAGAGGTGT
TGTTACACCCCACAAGACAATAGTGCCACTGATCGTGAAACACAGAATTGGTCTCAAGAATTGTCAAAATTGAA
GGCAAAATATGAGACTCTACAACGATCACAAAGACATTTGCTTGGGGAAGACCTTGGACCTCTGAGTGTCAAG
GAACTACAACAACTTGAACGACAACTTGAAGTCGCTCTTTCTCAGGCCAGGCAAAGAAAGACACAAATATTGA
TGGATCAAATGGAAGAGCTTCGCAGGAAGGAGCGGCGCCTCGGAGACATAAATAAGCAGCTCAAGAGCAAG
CTGGAGTCAGATGGTCAAGGCTCTTTCAGATAA  
 
>AMtrAGL2 ∆C  
ATGGGAAGAGGTAGAGTTGAGCTCAAGAGGATAGAGAACAAGATCAACAGGCAGGTGACCTTTGCGAAGAG
GAGGAATGGTCTTTTGAAGAAGGCTTATGAACTCTCTGTTCTCTGTGATGCTGAGGTTGCCCTAATCATTTTCTC
CAATAGAGGGAAGCTTTACGAGTTTTGTAGCACCTCTAGCATGGTGAAGACATTAGAGAGGTACCAAAAATGC
AACTATGGAGCATTAGAAACTAATGTACCGACCAGGGAGACACAGAGCAGCTATCAAGAATATTTAAAGCTGA
AAGCGAGGGTGGAGTCTCTACAACGATCCCAGAGGAACCTTCTTGGTGAAGACTTGGGCCCCTTAAGTTCAAA
AGAGCTTGAACAACTTGAGCAGCAACTGGAGATGTCTTTGAAGCAGATAAGGTCTACTAAGACACAATGCATG
TTTGATCAACTTGCTGACCTTAGGAGGAGGGAACTAGCTCTCCAAGAGACCAACAAAGCTTTGAAACGTAAGT
TGGAGGGAGCAAGCGCTTCAAACCCCCCACAACTTGCATAA  
 

 

Table 3. List of publications from which protein–protein interaction data were extracted. 

Akebia trifoliata (Shan et al., 2006) 
(Liu et al., 2010) 

Amborella trichopoda this study 

Antirrhinum majus 
(Davies et al., 1996) 
(Egea-Cortines et al., 1999) 
(Causier et al., 2003) 

Aquilegia vulgaris (Kramer et al., 2007) 

Arabidopsis thaliana 

(Goto and Meyerowitz, 1994) 
(Riechmann et al., 1996) 
(Honma and Goto, 2001) 
(Winter et al., 2002) 
(Yang et al., 2003) 
(Yang and Jack, 2004) 
(de Folter et al., 2005) 

Brassica napus (Deng et al., 2011) 

Camellia japonica (Viaene et al., 2009) 

Chloranthus spicatus (Su et al., 2008) 

Chrysanthemum Dendrathema grandiflorum (Shchennikova et al., 2004) 

Davidia involucrata (Vekemans et al., 2012) 

Dendrobium crumenatum (Xu et al., 2006) 

Eschscholzia californica (Lange et al., 2013) 

Euptelea pleiospermum (Liu et al., 2010) 

Gerbera hybrida (Broholm et al., 2009) 
(Ruokolainen et al., 2010) 
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