AtMYB80 (1) -BTCGATATTCAAGTETGTAATAATGIGGATTTACCACTACTTGTITACAACARALGATG
BnMYB8OA (1) mmm oo
BnMYB80C (1) mmm oo T-CACETGE

GhMYB80-1 (1) ABAACCCATTTTAACTGTAATARATCTITAATGGAAAAGTATITCGIARCAR--AACGATA

AtMYBSO (60) BCACAAGTAGGGECCTECCEGATITABAACAAARGGTACAAGTT--CETACGCGARALAG
BnMYB80A (1) =—=—mmmmmmmm o GEATTCAGABTAGGAA-TAC--GTT--CEGTACGEGGTAGGE
BnMYB80C (9) GGEECCTGTAATIGACICGGAAGICTCAAACGTARATGE--GTT--CGTECGCGARAGAG

GhMYB80-1 (59) BCGIGACTAARAATGTAACAHTTCAAACATAAGTGECTAARATTTAACTTEGAGECAAACAA

AtMYBS80 (118) GTACTTCEACAA-GAETCEETGCTTHETCACGARTGETCTCATAGT CIC-ACTAATGCACA

BnMYB8OA (37) B----- CGAAAG-GAARBGGTACATGTCTT -GAGATIET TEGEGCTALACAACGACTGCTCA

)
)

BnMYB80C (65) B----—- CAA----GAAACGGTACTTGTATAAGATTCTCTCEGEGTTTCCATGAATGCACA
)

GhMYB80-1 (119) ARATGACTATTTTGAFAGHTTACCCETTITTTTACCGETAAAAATTGATCCHTATATATC
AtMYB80 (176) CGAACGETTICGCAATATECTCCGTACTETGTCEGTIA----CTICACGAATACATICCCTH
BnMYB8OA (90) TTAABGCGCC--BCAABTACGECCT-—---—- CEAA----TCECAT-AATATTCTCCGTA
BnMYB80C (116) EGTACGCCCTCGAGACATECTCCAT———-——- GCGE----EACCAA-GATATT-TCCTTA
GhMYB80-1 (179) AGCABTAGGT--ATACETAGCACATCATATGTGGTEATTCCGECAGTCACATT-AATITH
AtMYB8O ACABARTGAABAAALA- -GETGTCAFAACTTTRTTAAAAAAACGTGTOATARCHEICAAT
BnMYB8OA CETCAC-GAAGACATA-CATTCICETACAAAAAGGACAAGEACATTIGTEA-AACAECAGT
BnlMYB80C GARAAAAGAATATECATCATAAACECGAGTTEAATACKET TGRCARAAAAA -AACHCCART
GhMYB80-1 TAATAGEAAARATEGATGAAGTGAACAATITTETC TTEAATEEAATGTACATTGACTAAT
AtMYB8O 290) ATGATCACAAATTAT--ATTAAAAAAGAGTAGAATHTCACETCATAATCCAAAGECTAGT
BnMYB80A 193) GT---CACAG-TTAT--ATAAATETA---TAAGAGCTCAACTEATAR---------—-—-

( )
( )

BnMYB80C  (222) CT---AACAA-TTAT--ATAAACETA---TAATATCTCAABTEATAGATAATGATICAAC
( )

GhMYB80-1 296) TTG--CACATTTTATGAATAAAAAGACAATAGAATHT-AACTCTTAATATATGAGTCACC
AtMYBS80 (348) TTGITATCCAAGTCEGTICEACCAATCCCCARAATETITALAAAGT TGEAGTTEGCATAGAG
BnMYB80A  (231) ---BCAE-------GIEE-BA--ARTE--—--—--—--—--———————— -
BnMYB80C (273) CECEAAT -TEGCETAGAT-ARTATTT
GhMYB80-1 (353) GCGCTACTTTCACECAAAAAATAGTACGTGGGGIGATT ACAAGGC-CACACGT
AtMYBS80 (408) AATATCAGAAGAAETATATAATCTAAGTGEAAATATATEA--AGAATATAATTTTATEGG
BnMYB80A  (244) ------- EAAGTAATTTAT TIT-TEGGTGARATTCGATAA-TACGAT TTGARRAAAG- -~
BnMYB8OC  (320) GACAGARMAATETATTTATGTT-TGEGTGAAATTCGATAAATACAATATGARRAAAAGAA
GhMYB80-1 (409) GGAAGTTGAAACAETGGAAGGGETGTAAGEAA-TGEATEA-TGARATCTGARAGAATG--
AtMYB8O T.AT.T CEGAATGTARRAGGAGTTGACCABGCGTTEAGECGGTGAECTACCGGCTTAR
BnMYB8OA GEATATACAAGGAGT|TGAC|CAAGCGTAGGGTGGGTGACCTACCEGCCARR
BnMYB80C T.T GAAAATGGATATACAAGGAGT[IGACICAAGCGTAGAGTGGGTGAACITACCIEGCCARA
GhMYB80-1 AAGHAGAGARAGAGI[TGACICGBGCGTCTTGAGGGTGAGC[TACCIGGCCAAT
AtMYB80  (526) GGGAATCACACGCTCTGTAGCGTTGAATT|CTTT TTAATCAA--TTCATGCA-~-
BnMYBBOA  (344) GGGAATCACACGCTCTGTAGCGTTGAATTICTTTA|TAGAGTTTAATCAG--TTCATGCA--
BnMYB80C  (439) GGGAATCACACGCTCTGTAGCGTTGAATTICTTTAICAGAGTTIAATCAC--TTCATGCA-
GhMYB80-1  (517) CC--T[TCACACACTCAACAGCGTTGAATT/CTTTAATAAACTCATGCACATTTGATGGATG
AtMYB8O  (582) -CATCTGATGCTAATITTTACTATGTTTHGATTITTETTARATCAAT TETATTATATATE
BnMYB8OA  (400) -CATTTGATGCTAATTTCAEC---GTTTEAATTCTT--——---——--- TTATAAG---TA
BnMYB8OC  (495) -CATITGATGCTACTITCATC---GITTCAATTITTGT--—--—--—- TTATTATA--TA
GhMYB80-1 (575) TCTTITCATGCATATATGCAATATCTTTCECCCITTGTATATAA--—-ATAATATACCTT
ALMYBBO TACATACATITCCTITCTTCTITTGCARTTTARBAG CCTMGATTACAACA
BnMYBSOA GEATACATITICTITCTTCAGITTCAATTTAR TCICGATTACAAGA
BnMYB8OC TATACACATTTTCTTTCTTCCTTTACAATTTAAAAG CCACGATTACBAGA
GhMYB80-1 AACAAATAAAATGTACACCCECARACATTTCTCACTTCCCCCCGCCECTETTTTTCTTTA
AtMYB80 AAGTACEARAATCAAAAGTTGGCAG--TITIAATICTTIGEGTGGGECAATCTTITGATAT
BnMYB8OA ARACAAAGAAA TTG
BnMYB8O0C AAACAAAGAAATEAAAGTTTGGCAG--TETTAATTCTTTTAG----GCAATCTTTGATTT
GhMYB80-1 TTTCGACCTCATCAAAGTTTTTEAAGCTATABCTAGCTGTAGCACAAGAAGCACTCAGCC
AtMYBSO 749) ATATAAGTTTTTTTCATTICTTAACCAAATTTICITTTEICTCCITAG--TARATTAAGT

( )
BnMYB80A  (545) ATETC----TTTTTCATCTCTTCACCAAATTTICTTITGITTCTIGTGGCIGAATTAACT
BnMYB80C  (643) ]
GhMYB80-1  (751)

AtMYBSO
BnMYBS0A
BnMYB80C

GhMYB80-1

AtMYBSO0 (867) GGATTCCATGITGTGARAAGGAGAATGTGAABAGAGGACAATGGACTCCIGAAGAAGACA
BnMYB8OA  (660) GGATTCCATGITGTGAAAAGGAGAATGTGAAAAGAGGACAATGGACICCIGAAGAAGACA
BnMYB80C  (726) GGATTCCATGCTGTGAAAAGGAGAATGTGAABAGAGGGCAATGGACICCIGAAGAAGACA



GhMYB80-1 (862) GGATTCCAT GITGTGAGAAAGACAATGTTAAAAGAGGICAGTGGACACCCGAGGAAGACA

AtMYBS80 (927) ACAARBTGECTTCTTATATTGCICAACATGGIACECGIAATTGGCGTCTCATCCCIARGA
BnMYB8OA  (720) ACAAAETGGCTTCTTACATTGCICAACACGGTACTCGTAATTGGCGTCTCATCCCTAAAA
( )
( )

BnMYB80C 786) ACAAACTGGCTTCTTACATTGCICAACATGGIACICGIAATTGGCGTCTCATCCCIARAA
GhMYB80-1 922) ACAAGCTCTCTTCTTACATTGCCCAACATGGCACCCGCAATTGGCGTCTCATCCCCARGA
AtMYB8O (987) ABGCTGGTAATTTARATTTTCECTATATITTTETEARTG--—-——- OTETAT--——--—--
BnMYB80A  (780) ACGCTGGTAARATTAATTTGCACT-TCTITAATCAAGTAGGAATAGICTTATAAAGATCT
BnMYB80C  (846) ACGCTGGTAFATTTAATTTACACT-TTTITC-TAAARTA----—--—- AT --------
GhMYB80-1 (982) ABGCTGGTCEGIGI--TTTETECT-TATCAC-CCEAATA------- TECAATG-—-—-—-
AtMYB80 (1032) --—-—---—- TEAGTCAABTGATCA-—————————————————————— TEGT
BnMYB8OA
BnMYB80C
GhMYB80-1
AtMYB80 (1051) —-—-————-———————- AATGTAATATA---ATEAATEEACAABATETGGT-—-—--C—-

BnMYB80A  (899) AAAGGTAARGATTTGGITTTATAATGTACATACATATAAATGAG- —CIGGTGAAA—.TI

BnMYB80C  (914) ---GGICTA-ATTTG-TTIGAGCETGTATTAATEGATEEGIGARACCIGGT--—-—- TGT

GhMYB80-1 (1047) ---—-—--—- GITATTIITIGT TETTTT---AAARGTAANAGAAATHGGGT TGGGGATGA
AtMYBS80 -ETEAATAGGGETECARAGATGTGGEARGAGETGTAGGETECGATGGACAAACTATCTEC
BnMYB80A GETITGTAGGATTGCABAGATGTGGGAAGAGTTG TAAGATGGACGAACTATHETGC
BnMYB80C TATATATAGGATTGCAGAGATGTGGAAAGAGTTGIAGACTACGGTGGACAAACTATETGC

GhMYB80-1 ITTTGCTAGGTCTCCARAGATGTGGGAAAAGCTGCCGATTECGATGGACTAATTACCTTC

AtMYB8O  ( ) GECCGGATTTGAAACATGGECABTTCTCGEABGCTGARGARCATATCATIGTCAAGETEC
BnMYB80A (1016) GECCEGACETGAAACACGGACAGTTETCAGACGCTGAAGAACATATCATIGTCAAGTTIC
( )
( )

BnMYB80C (1023) GECCEGACCTGAAACATGGTCAATTHTCTGAGGCTGARGAACATATCATCGTCAAGTTIC
GhMYB80-1 (1154) GGCCGGACCTTAAACATGGECAGTTCTCCAATGCTGAGGAGCAAACTATIGTGAAGCTCC
AtMYB8O (1202) ACTCTGTTCTTGGTAACCGGTATGATCACTACTCACTAGATCTAATTAACTACGGTITTA
BnMYB8OA (1076) ACTCTGTTCTTGGTAACAGGTATGACTCTIAAARTACAATCCTCICITAAGAATCAATAAA
BnMYB80C (1083) ACTCTGTTCTTGGTAACCGGTATGACTTCITTATA---—-—-- TGITATGTACCA-----
GhMYB80-1 (1214) ATTCTGTTGTTGGCAACEGGTA————=-——==—=—— === m o
AtMYB8O (1262) TGATTTICTTGAARAGATITAATCTAGGIGTATAAATTACAGATGGACTCATAAATATCG
BnMYB8OA  (1136) ATTECGEFTACGTCA----FITCTTGEGATCTGARAATTATGGATAGACTAA--AGTGGEC
BnMYB80C  (1130) ------- TACCICA----TTAC---GECCTEICAAACTTITIC-ATACATICA--ATITICT
GhMYBB0-1 (1236) == ——mm oo oo oo oo e
AtMYB8O (1322) GETTTCTTIACTAAGITTITGA-AATTTIGATGCT-GACTTACTGATGAATTGETTTTAT
BnMYB8OA  (1190) FGTTTTAATAATAAATTATTATGCAATATGATAGTCCCAGACTGTICAARARAGAACET
BnMYB80C (1173) EGAATCCAT--TTCTITGGGGATATITAAGAAAGT-TACAGAEAGACTCARACAGGGLEGG
GhMYBB0-1 (1236) —-————————m—m—m e ACAAATCGCIARACARTG---—-

AtMYB80  (1380) GAGETTITIGACAAGTEICHTGEGACACARGARACTGARTAAG-——————-—-—- ACATA
BnMYB80A (1250) GATGAGAATCTCACAAGTECTIGGGAACAAGAAACTGAATATCGATCTARCTTTAGCAGG
( )
( )

BnMYB80C (1230 GG- ICTTATTCIGEETIGG-—-—-—- ATTTIGATTIAT--ATC--ATTTGTCCACA
GhMYB80-1 1254) G-----————————- CTTCCTIAG--——————————————————— o ACA
ATMYBSO  (1428) AGEET-TGETCTATATAC------— CATAATACCARRTCTAAGHAT - cBG-T

BnMYB80C AGTTTCT- IGGGIA|CAAGA- -AGAA- -TAAGACGTAAGCCT-—------- TGCTT
GhMYB80-1 AGACT-——--——==—-A-————————~ G---BTAARATGCCACCET - ——————----~~ A

AtMYB8O  ( ) ETTAAACTTITGGGAACTT----- TEA-ATTTTCTATA--AATTTIGTTTTCGACTCATAR
BnMYBSOA (1370) CICTAACACTATTIGACTICAGAAACTAAAGGTTGTAATCAAAGTTCCARAAAAAACARAR
( )
( )

( )

BnMYB8OA  (1310) AATTGETGTTATATATACTTAACTACAGAGTTTAATTITIGAGECTAARATGAATEGETT
( )
( )

BnMYB80C (1323) TATATACCAGGICTAACTIC------ TAGAT-TTCTAAT---ATTTCGAGBRAGTTICTICA
GhMYB80-1 (1290) TTTCAAGE--IT----C-----—---—-———- TTTIGEE---------------—-—-——-
AtMYB8O (1523) BA---TAGAGITTGAE-GATGTATTGCTGATGAATAGICTGGGATT-TTTCATGAGAAACA
BnMYB8OA (1430) AATCTABRAGGTTGAARGATTGCI-GATGATA--TTATATGTTITTTATTTCCAAARGAGCA
BnMYB80C (1373) ----TAAGTITTGAAATATATATAGETGATC--GI---TGGATT T-TIC.C-A
GhMYB80-1 (1308) -—--—----- EETTTAN---TH----GBTCAT---------- BEg§TT----—-----—- GEGGA
AtMYBS8O ACAGTTAACATCETTCTIG
BnMYB8OA ATAGTTAGCARAATTICIGAGGAACAAGAAAGTGAATAR
BnMYB80C ATAGTTAGCAAGAAT
GhMYB80-1 TEAGCTATTAACHETTG
AtMYB8O AATAATCTTTTGACATATA----TGGETICAGETGGTCETTGATTGCEGCECARETICCIG
BnMYB8OA AGIETTCTTTTGACGTATATGCATGETICAGETGGTCEGTTGATTGCEGCEGCAGCTICCAG
BnMYB80C ARTETTCTTTTGACCTATA - ---TGGTICAGGTGGTCEGTTGATTGCGGCCCAGCTICCTG
GhMYB80-1 A--A----TTTGTACCACA TTGCAGCTGGTCCTTGATTGCAGCACAGTTACCTG
AtMYB80 (1663) GTCGBACAGACAACGATGTGAAAAATTATTGGAACACGAAGCTGAAGAAGAAGITGTCAG
BnMYB8OA (1607) GTCGAACAGACAACGATGTGAAAAACTATTGGAACACGAAGCTGAAGAAGAAGITGTCEG
BnMYB80C (1519) GTCGAACAGACAACGATGTGAAAAATTATTGGAACACAAAGCTGAAGAAGAAGITGTCEG
GhMYB80-1 (1400) GTCGBACAGACAATGATGTTAAAAATCATTGGAACACCAAGCTGAAGAAGAAGCTTTCAG



AtMYB80 (1723) GAATGGGAATAGATCCGGTGACCCACAAGCCTTTCTCGCATCTAATGGCAGAGATCACCA
BnMYB80OA (1667) GAATGGGGATAGATCCAGTTACTCACAAGCCTTTCTCGCACCTAATGGCAGAGATECACCA
BnMYB80OC (1579) GAATGGGAATAGATCCCGTAACCCACAAGCCTTTCTCGCATZCTAATGGCAGAGATAACCA

GhMYB80-1 (1460) GCATGGGTATCGATCCTGTGACACACAAGCCTTTCTCTCACCTCATGGCTGAGATAGCCA

AtMYB80 (1783) CTACACTTAATCCICCICAGGTTICICACCTAGCCGAAGCTGCECTCGGCTGTTTCAAGG
BnMYB80A (1727) CTACACTCAACCCTCCCCAGGTCTCTCACCTECGCTGAAGCTGCACTCGGTTGTTTCAAGG
BnMYB80C (1639) CTACACTCAATCCTCCTCAAGTCTCACACCTCGCTGAAGCTGCECTCGGATGTTTCAAGG

GhMYB80-1 (1520) CTACATTGGCACCACCGCAGGTGGCTCATTTAGCIGAAGCGGCACTAGGGTGTTTCAAGG

AtMYB80 (1843) ACGAGATGCTTICACTITGCTCACCAAGAAACGTGTTGACCTAAACCAAATCAACTITITCAA
BnMYB80A (1787) ACGAGATGCTTCACTTGCTCACCAAGAAACGTGTTGACCTAAACCAAATCAACTTCTCAA
(
(

BnMYB80C 1699) ACGAGATGCTTCACTTGCTCACCAAGAAACGTGTTGATCTAAACCAAATCAACTTCTCCA
GhMYB80-1 1580) ATGAAATGCTCCACCTGCTAACTAAGAAACGTATCGAETTCCAGCT--TCAACAATICAAA

AtMYB80 (1903) ACCATAACCCI------ AACCCAAACAACTTTCACGAGATI--GCTGATAATGA-——-——-—
BnMYB80A (1847) GCCCTAACCATAACCATAACCCTAACAACTTTAACCAAACT--GTTGATAACGA------
BnMYB80C (1759) GCCCTAACC---—--——-——-—--— CITAACAACTTTACCCGAACC--GTTGATAGCGA---—-—

GhMYB80-1 (1638) TCCGGGACAAGGGAATAATACCACAGTTCCTTACAGCAAACAAGATGAGAAAGATGATAC

AtMYB80 (1949) AGCTGGTAAGATAAAGATGGATGGTTTGGACCATGGGAATGGGATAATGA-AGTTATGGG
BnMYB8OA (1899) AGCTGGTAAGATGAAACTGGATE--------- ATGGTAATGGGATAATGA-AGCTATGGG
BnMYB80C (1799) AGCTGGTAAGATGAAAATGGATGGTTTGGAGAATGGTAATGGGATAATGA-AGCTATGGG

GhMYB80-1 (1698) AGTTGAGAAGATCAAACTGAATITAT----CAAGGGCTATACAAGAACCAGACATGCTTC

AtMYB80 (2008) ACATGGGTAATGGATTCTCATATGGATCCICITCGTICTTCGTTTGGGAATGAAGAAAGAA
BnMYB8OA (1949) ACATGGGTAATGGATTICTCGTATGGATCATCITCCICGICCTITGGGAATGATGAAAGGA
BnMYB80C (1858) ACATGGGGAATGGATICTCCTATGGATCTTCTITCGTCATCGTITGGGAATGAAGACAAAA

GhMYB80-1 (1754) CCTTGAATAAACCATGGGAGTCTACTAGIACAAGAGCAACATCGGCTAATTTIGAAGGEG

AtMYB80 (2068) ATGATGGATCAGCGTCTCCIGCCGTIGCAGCTTGGAGGGGTCACGGAGGAATA-CGTACC
BnMYB80OA (2009) ACGAGGGATCCGCGTCTCCIGCGGTTGCEGCCGTGCGAGGGGTCACGGTGGAATA-CGTACA
BnMYB80C (1918) ATGATGGAGCTGCGTCTCCIGCGGTTGCEGCGTGGAGGGGTCACGGTGGAATA-CGTACA

GhMYB80-1 (1814) GETGIGGTGTITTCCCTACATCTGTGACAGGATATCATCATTATGGCCCATCATCTTTTG

AtMYB80 (2127) GCEGGTAGCTGAAACCGCGGCAGCGGAGGAGGAGG--AGAGAAGGAA-GCTGAAGGGAGAA
BnMYB80OA (2068) TCAGTGGCTGAGACGGCGGCAGTGGAGGAGGAAG--AGAGGAGGAA-GCTGAAGGGAGAA
(
(

BnMYB80OC 1977) GCGGTGGCTGAAACTGCGGCAGCGGAGGAGGAAG--AGAGGAGGAA-ATTGAAGGGAGAA
GhMYB80-1 1874) CCAATGAAGGGEGCGGTTCCGGCTCACCATGGAGCCAGAGTATGTGTACGGGAAGCACAT

AtMYB80 (2184) GIG----- GTTGATCAAG--AGG--AGATTGGATCTGAA-GGAGGAAGAGGAGATGGAAT
BnMYB80A (2125) GTG----- ATGGAACAAG--AGG--AGATTGGATCTGAA-GGAGGAAGAGGAGATGGAAT
BnMYB80C (2034) GTIG---—- GTGGACCAAG--AGG--AGAATGGATCTCAA-GGAGGAAGAGGAGATGGAAT

GhMYB80-1 (1934) GTACCGCAGGGGAACAAGTTAGGTCACATGAGAAATTAAAGGATGAAAATGGTGAAGAAT

AtMYB80 (2234) GACGATGATGAGGAACCA------ TCATCATCATCAACATGTGTTTAATGTGGATAATGT
BnMYB8OA (2175) G---ATGATGAGGAGGCAACATGATCAACATCAGCAACATGCGTTTAATGTGGATAACGA
BnMYB80C (2084) GITGATGATGAGGAGCCAGCATGATCAACATCAACATCATGTGTTTAATGTGGACAATGT

GhMYB80-1 (1994) TIC-AAGGTGGGAAAGAA--ATTAAGAATGCAACAAGCATA--TTCAATACAGATTGTGT

AtMYB80 (2288) CTTGTGGGATTTACAAGCTGATGATCTCATCAATCATATGGTTTGA--—-—-————————-—
BnMYB8OA (2232) CTTGTGGGATTTACAGGCTGATGATCTCATTAATCATATGGTTTGA-—————————————
BnMYB80C (2144) CTTGTGGGATTTACAAGCTGATGATCTCATTAATCATGTGCGTTTGA--—-———————————

GhMYB80-1 (2049) GTTATGGGATATACCATCTGATGATCTTATCAACCCTATTTATAGAGAAGCCTTTAACAA

AtMYB80  (2334) ----——----
BnMYBBOA  (2278) --------—-
BnMYB8OC  (2190) --------—-

GhMYB80-1 (2109) CAAAAAATAA

Supplementary Figure S1. Nucleotide sequence alignment of MYB80 homologs from
Arabidopsis (AtMYB80), canola (BnMYB80OA and BnMYB80C) and cotton (GhMYBS80-1).
Yellow highlight represents the conserved nucleotides. Blue or green highlight represents
the partially conserved nucleotides. The conserved cis-elements in the promoters are boxed,
including the W-box (TTGAC), MYB element (A/TACC), GTGANTG10 element (TCAC),
DOFCOREZM binding site (A/TAAAG). The putative two MYB bind sites targeted for
mutagenesis are underlined. The translation start and stop codon are in bold letters.



