MYB1 MYB2
PAt80 (-281) GCA---CATCTGATGCTAATTTTTACTAT-GTTTTCATTTTTGTTAA-ATCAATTTTAT-
pBn80A (-256) GCA---CATTTGATGCTAATTTC----ATCGTTTTAATTCTTTTAT---———-———-———-——
pBn80C (-227) GCA---CATTTGATGCTACTTTC----ATCGTTTCAATTTTTGTTT--—-—— ATT-----
(
(
(

pGh80  (-288) GGATGTCTITTCATGCATATATGCAATATC-TTTCCCCCITTGTAITATAAATAATATACC
pTas80 (-237) CAGCGCCCCGCCCCGCCCTECCEGCGCCGCCGGEEGCACGCCCACA--CGACCGCGCGE-
p0s80  (-165) CEC---CCGEGCGCGCGCGCGCGCGCCCACTCGEEGGCGCGECAG---—--~ CGCGCGE-
PAt80 (-227) TATATATATACATACATTTCCTTTCTTCTTTTGCAATTTAAAA----GCCTITGATTACAA
PBn80A (-217) ---AAGTATGCATACATTTTCITTCTTCAGITTCAATTTAATA----GTCTCGATTACAA
pPBn80C  (-185) ---ATATATATACACATTTTCTITTCTTCCTTTACAATTTAAAA----GCCACGATTACAA
pGh80  (-229) TTAACAAATAAAATGAACACCCCCAAACATTTCTCACTTCCCCCCGCCECETTTETTCTT
pTa80 (-180) CCCGCACC|TATATATACTTCCCAGCGCGCCGGCGGATGCAAGC----GCCG-—--—- CAC
pOs80 (-116) GC-GEGCGCGCGGGCGGICGCGAGGCCGCGAGCCTATTTATAA-- - --CACGCGG-—--CGC

Supplementary Figure S3. Partial promoter sequences alignment of the MYB80 homologs
from Arabidopsis (pAt80), canola (pBn80A and pBn80C), cotton (pGh80), wheat (pTa80) and
rice (pOs80). The putative two MYB binding sites are underlined and the putative TATA
boxes are indicated.



