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Figure S3. Validation of selected CNVRs by quantitative PCR (qPCR): A1-A14
gPCR was in agreement with aCGH in discovery horses and their breed-mates.
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Figure S3. Validation of selected CNVRs by gquantitative PCR (QPCR): B1-B3
gPCR agrees with aCGH in the discovery horse (left) but not in additional horses of
the same breed (right).



