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FIG S1 Genomic context of aphA6 in A. guillouiae strains. A. Map of the 4,459-bp region containing the aphA6 gene in A. guillouiae
NIPH 991 and CIP 63.467. Open arrows represent coding sequences and direction of transcription. Arrowheads indicate the 5’end
position and orientation of the primers (see Table S2). Horizontal lines depict the PCR products corresponding to overlapping
amplified fragments. Numbering starts from the end of the ORF 1,591 bp upstream from the aphA6 gene. The size of the PCR

products is indicated. B. PCR mapping of A. guillouiae strains. +, presence; -, absence; - - -, not detected.



