Species Strain Location Accession no.
Acinetobacter johnsonii Plasmid 452030250 ]
Acinetobacter calcoaceticus NDM-WS2 Plasmid 645930380
Acinetobacter junii NDM-WSH1 Plasmid 645930394
Acinetobacter Iwoffii 1z4b Plasmid 658305223
Acinetobacter Iwoffii SGC-HZ9 Plasmid 374812077
Acinetboacter haemolyticus  7926/279 Plasmid 633896544
Acinetobacter sp. M131 Plasmid 442769118
Acinetobacter bereziniae CHI-40-1 Plasmid 574093078
Acinetobacter Iwoffii 10659 Plasmid 410688526
Acinetobacter Iwoffii 10621 Plasmid 410688384
Acinetobacter pittii 44551 Plasmid 544205284
Providencia stuartii Plasmid 380083516
Providencia rettgeri 09ACRGNY2001 Plasmid 553962136
Citrobacter freundii NDMCF Plasmid 550650919 -
Klebsiella pneumoniae NDM-1saitama01 Plasmid 488766714
Escherichia coli Plasmid 532025274
Escherichia coli Plasmid 410593149
Escherichia coli N10-2337 Plasmid 430829327
Pseudomonas aeruginosa HIABP11 ND 470266717 j
Pseudomonas aeruginosa MMA83 ND 443417927
Klebsiella pneumoniae Plasmid 521232454 j
Klebsiella pneumoniae KP002 Plasmid 484868227
Alcaligenes faecalis FL-424/98 ND 76556251
Acinetobacter parvus CIP 102159 ND 479937541
Acinetobacter guillouiae ETR1 Chromosome 654403148 —
Acinetobacter guillouiae NIPH 991 Chromosome 479971620
Acinetobacter guillouiae MSP4-18 Chromosome 514261154
Acinetobacter guillouiae CIP 63.467 Chromosome 479910229 —
Acinetobacter baumannii  NIPH 2061 Chromosome 479923836 —
Acinetobacter pittii 42F Plasmid 576702330
Acinetobacter nosocomialis ~ 28F Plasmid 575764512 _
Pseudomonas aeruginosa JES ND 85376207
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FIG S5 Genomic environment of aphA6. Left : Black, Acinetobacter spp.; grey, Enterobacteriaceae, P. aeruginosa, and Alcaligenes
faecalis; bold, strains for which whole genome was sequenced; ND, not determined. Right : Arrows indicate open reading frames
and sens of transcription. Green arrow, aphA6; other colored arrows, IS elements; open arrows, ORFs; A, partially deleted.



